PUBLICATIONS

Serrano L.,Diez J.,Avila J.,Maccioni R.
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J.submicrosc.Cytol. 16(1),55-56. (1984). KEY: A
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Bioessays 2,156-159. (1985). KEY: A

Serrano L.,Avila J.
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Biochemical J. 230,551-556. (1985).

Serrano L.,Wandosell F.,De la Torre J.,Avila J.
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Methods in Enzimology 134(1986). KEY: A

Serrano L., Wandosell F., Diez J., Avila J.
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J.Biochem.Biophys.Methods. 12, 281-283. (1986). KEY: A
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Wandosell F., Serrano L.,Avila J.
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Arch. Biochem.Biophys.Methods. 247,147-154. (1985). KEY: A
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York Academy of Sciences. 466,642-644. (1986). KEY: A

Wandosell F.,Serrano L.,Hernandez M.A.,Avila J.
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J.Biol.Chem. 261,10332-10334. (1986). KEY: A
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Eur.J.Biochem. 56,375-381. (1986). KEY: A
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J.Biol.Chem. 261,7076-7081. (1986). KEY: A

Wandosell F., Villanueva N., Serrano L., Avila J.
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Comp.Biochem. and Physiol. 85,3,635-638. (1986). KEY: A
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Arch.Biophys.Bioch. 49,611-615. (1986). KEY: A
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"Regulation of the colchicine binding to tubulin”.
Mol.Cell. Biochem. 73,29-36. (1986). KEY: A

Serrano L.,Wandosell F., Avila J.
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Anal.Biochemistry. 159. (1986). KEY: A

Montejo de Garcini E., Serrano L., Avila J.
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B.B.R.C. 141, 790-796. 29 (1986). KEY: A

Serrano, L., Diaz-Nido, J., Wandosell, F. & Avila, J.
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J. Cell Biology. 105, 1731-1739. (1987). KEY: A
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"Regulation of the polymerization of tubulin”,
J.Muscle Research. 9(1) 95. (1988). KEY: A

Serrano L., Wandosell F., De la Torre J., Avila J.
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Biochem J. 252,683-691. (1988). KEY: A
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Anal.Biochemistry. 172, ,210-218. KEY: A
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J. Cell Biol.,106, 2057-2065 (1988). KEY: A
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"Association of casein-kinase Il to microtubules".
Experimental cell research. 181, 263-272. (1989). KEY: A

Serrano, L., Diez, J., Wandosell, F. ,Avila, J. & Little, M.



“Calcium binding properties of the _-tubulin subunit from chicken erythrocites.”
Biochemistry. Int. 19, 235-246. (1989). KEY: A
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Mol.Cell.Biochem. 79,73-79. (1988). KEY: A
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"Mapping the transition state and pathway of protein folding by protein engineering".
Nature 340,122-126. (1989). KEY: A

Serrano L., Fersht A.R.
"Capping and _-helix stability".
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Nature 346, 440-445. (1990).
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Phil. Trans. R. Soc. Lond. B. 332, 171-176. (1991). KEY: A
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Biochemistry. 31, 2253-2258. (1992). KEY: A
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"The Folding of an Enzyme V".
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Nature, 356. (1992). KEY: A
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J. Mol. Biol. 227, 544-559. (1992). KEY: A
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Current Opinion in Structural Biology. 3, 75-83. (1993). KEY: A
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Protein engineering and the dissection of protein folding pathways.
Curr. Opinion in Structural Biology. 3, 75-83. (1994). KEY: A
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Thermodynamic analysis of the chemotactic protein from E. coli, CheY".
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Elucidating the folding problem of helical peptides using empirical parameters.
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Mufoz, V. & Serrano, L.
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The order of secondary structure elements does not determine the structure of a protein but does affect its
folding kinetics.
J. Mol. Biol. 247, 670-681. (1995). KEY: A
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79) Villegas, V., Azuaga, A., Catasus, LI., Reverter, D., Mateo, P.L., Aviles, F.X. & Serrano, L.
Evidence for a two-state transition in the folding process of the activation domain of human
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Biochemistry 34, 8771.(1995). KEY: A

Serrano, L.
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J. Mol. Biol. 254, 322-333. (1995). KEY: A
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Nat. Struct. Biol. "3, 604-612. (1996). KEY: A
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Structure of the transition state for folding of the 129aa protein, CheY, resembles that of a smaller protein,
Cl-2.

Folding & Design, 1, 43-55. (1996). KEY: A
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J. Mol. Biol. 257, 116-128. (1996). KEY: A
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Pisabarro, M. T. & Serrano, L.
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Biochemistry 35, 10634-10640. (1996). KEY: A
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Nat. Struct. Biol. 3, 874-880. (1996). KEY: A
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J. Mol. Biol. 266, 610-620. (1997). KEY: A
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Blanco, F.J., Ortiz, A.R. & Serrano, L.
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Loop length, intramolecular diffusion and protein folding.
Nat. Struct. Biol. 4, 939-946". (1997) KEY: A
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Role of __turn residues in __hairpin formation and stability.
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Wilcock D, Pisabarro MT, Lopez-Hernandez E, Serrano L, Coll M.

Structure analysis of two CheY mutants: importance of the hydrogen-bond contribution to protein stability
[In Process Citation].
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Exploring the conformational properties of the sequence space between two proteins with different folds:
an experimental study.

J Mol Biol 285(2), 741-53. (1999). KEY: A
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