Sequences of puromycin selection vectors

Reference: "Rapid selection of transgenic C. elegans using antibiotic resistance." Semple JI, Garcia-Verdugo R and Lehner B.  Nature Methods. 2010. Sep;7(9):725-7.
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pBCN21
LOCUS       pBCN21                  5882 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     promoter        <169..745

                     /label=Prpl-28

     misc_feature    696..727

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     CDS             join(783..981,1033..1232,1284..1488)

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Puromycin Resistance"

     intron          982..1032

                     /label=SynIVS.R

     intron          1233..1283

                     /label=SynIVS.T

     3'UTR           1511..1893

                     /label=let-858_3pflank

     misc_feature    1614..1643

                     /label="let858.3'"

                     /label="let858.3'"

     primer_bind     complement(2017..2036)

                     /label=pCG150speI-seqR

     misc_feature    2063..2085

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     promoter        2244..2272

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             2314..3174

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      3329..3948

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    4060..4082

                     /label="M13_pUC_rev_primer"

                     /label="M13_pUC_rev_primer"

     misc_feature    4081..4099

                     /label="M13_reverse_primer"

                     /label="M13_reverse_primer"

     misc_recomb     4138..4238

                     /label="attR1"

                     /label="attR4"

     CDS             complement(4279..4584)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(4926..5585)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(5695..5795)

                     /label="attR3"

                     /label="attR3"

     misc_feature    complement(5826..5842)

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_feature    complement(5835..5857)

                     /label="M13_pUC_fwd_primer"

                     /label="M13_pUC_fwd_primer"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCCCCCTC GAGGGGAGAA

      181 AATGCGGAGA GAAGAACCCA GCATCTTAAT AAAATTATAT AATTTTGAAT AAAATCAAAT

      241 TAAAAATAAG ATTAATTGAA ACACAACAAT AGAATGCAGA AAATTACTCA TAAGAAATAA

      301 TTTATTTTGA AAGAAGTTGT GTCGATTTAC GATAAAAACT ACACGCAAAC GAGGCTCCGC

      361 GTTTACACCG TTTGGCAATG GAGCGCGCTT GCTATTAGAT TTTAGGCCAG CTCAACGAAA

      421 GTTTAATTTA TTTTTCTTCT TTTTTTCCAT TTTTTTGAGT AAAATATCGA ATTTTTTGTA

      481 TTAATTCTGT AAATTTTATA ATTTGCAACT ATTTTGGCGT ATTCTGCTTG TTTTTATCAG

      541 CGAATTTTTA TGCATTTCAG TCAAAAGTTT GAGCAGGAAA AATGACATTT AGGACTTTGT

      601 AAAATTGTAT TCTTAAATTT GCTTGAAAAC CTACGTGTAC AATTGATTTT ATTGAATTTT

      661 TCTTACGTTT CCCGTTGTAT CTTATTGTAT TTAACTTTCA TCATAAAATA ATTTATTTCC

      721 AGGTAAAATA TCCGACGCTC TCGTGGATCC CCGGGATTGG CTCAGAAAAA AAGGTACCGA

      781 CCATGACCGA GTACAAGCCC ACGGTGCGCC TCGCCACCCG CGACGACGTC CCCAGGGCCG

      841 TACGCACCCT CGCCGCCGCG TTCGCCGACT ACCCCGCCAC GCGCCACACC GTCGATCCGG

      901 ACCGCCACAT CGAGCGGGTC ACCGAGCTGC AAGAACTCTT CCTCACGCGC GTCGGGCTCG

      961 ACATCGGCAA GGTGTGGGTC GGTAAGTTTA AACATATATA TACTAACTAA CCCTGATTAT

     1021 TTAAATTTTC AGCGGACGAC GGCGCCGCGG TGGCGGTCTG GACCACGCCG GAGAGCGTCG

     1081 AAGCGGGGGC GGTGTTCGCC GAGATCGGCC CGCGCATGGC CGAGTTGAGC GGTTCCCGGC

     1141 TGGCCGCGCA GCAACAGATG GAAGGCCTCC TGGCGCCGCA CCGGCCCAAG GAGCCCGCGT

     1201 GGTTCCTGGC CACCGTCGGC GTCTCGCCCG ACGTAAGTTT AAACATGATT TTACTAACTA

     1261 ACTAATCTGA TTTAAATTTT CAGCACCAGG GCAAGGGTCT GGGCAGCGCC GTCGTGCTCC

     1321 CCGGAGTGGA GGCGGCCGAG CGCGCCGGGG TGCCCGCCTT CCTGGAGACC TCCGCGCCCC

     1381 GCAACCTCCC CTTCTACGAG CGGCTCGGCT TCACCGTCAC CGCCGACGTC GAGgTGCCCG

     1441 AAGGACCGCG CACCTGGTGC ATGACCCGCA AGCCCGGTGC CTGATGAGCT AGCCGGCCAT

     1501 ACAAGTAATC CGGATGATCG ACGCCAACGT CGTTGAATTT TCAAATTTTA AATACTGAAT

     1561 ATTTGTTTTT TTTCCTATTA TTTATTTATT CTCTTTGTGT TTTTTTTCTT GCTTTCTAAA

     1621 AAATTAATTC AATCCAAATC TAAACATTTT TTTTTCTCTT TCCGTCTCCC AATTCGTATT

     1681 CCGCTCCTCT CATCTGAACA CAATGTGCAA GTTTATTTAT CTTCTCGCTT TCATTTCATT

     1741 AGGACGTGGG GGGAATTGGT GGAAGGGGGA AACACACAAA AGGATGATGG AAATGAAATA

     1801 AGGACACACA ATATGCAACA ACATTCAATT CAGAAATATG GAGGAAGGTT TAAAAGAAAA

     1861 CATAAAAATA TATAGAGGAG GAAGGAAAAC TAGTTCTAGA GCGGCCGCCA CCGCGGTGGA

     1921 GCTCCCATAT GGTGCACTCT CAGTGCAATC TGCTCTGATG CCGCATAGTT AAGCCAGCCC

     1981 CGACACCCGC CAACACCCGC TGACGCGCCC TGACGGGCTT GTCTGCTCCC GGCATCCGCT

     2041 TACAGACAAG CTGTGACCGT CTCCGGGAGC TGCATGTGTC AGAGGTTTTC ACCGTCATCA

     2101 CCGAAACGCG CGAGACGAAA GGGCCTCGTG ATACGCCTAT TTTTATAGGT TAATGTCATG

     2161 ATAATAATGG TTTCTTAGAC GTCAGGTGGC ACTTTTCGGG GAAATGTGCG CGGAACCCCT

     2221 ATTTGTTTAT TTTTCTAAAT ACATTCAAAT ATGTATCCGC TCATGAGACA ATAACCCTGA

     2281 TAAATGCTTC AATAATATTG AAAAAGGAAG AGTATGAGTA TTCAACATTT CCGTGTCGCC

     2341 CTTATTCCCT TTTTTGCGGC ATTTTGCCTT CCTGTTTTTG CTCACCCAGA AACGCTGGTG

     2401 AAAGTAAAAG ATGCTGAAGA TCAGTTGGGT GCACGAGTGG GTTACATCGA ACTGGATCTC

     2461 AACAGCGGTA AGATCCTTGA GAGTTTTCGC CCCGAAGAAC GTTTTCCAAT GATGAGCACT

     2521 TTTAAAGTTC TGCTATGTGG CGCGGTATTA TCCCGTATTG ACGCCGGGCA AGAGCAACTC

     2581 GGTCGCCGCA TACACTATTC TCAGAATGAC TTGGTTGAGT ACTCACCAGT CACAGAAAAG

     2641 CATCTTACGG ATGGCATGAC AGTAAGAGAA TTATGCAGTG CTGCCATAAC CATGAGTGAT

     2701 AACACTGCGG CCAACTTACT TCTGACAACG ATCGGAGGAC CGAAGGAGCT AACCGCTTTT

     2761 TTGCACAACA TGGGGGATCA TGTAACTCGC CTTGATCGTT GGGAACCGGA GCTGAATGAA

     2821 GCCATACCAA ACGACGAGCG TGACACCACG ATGCCTGTAG CAATGGCAAC AACGTTGCGC

     2881 AAACTATTAA CTGGCGAACT ACTTACTCTA GCTTCCCGGC AACAATTAAT AGACTGGATG

     2941 GAGGCGGATA AAGTTGCAGG ACCACTTCTG CGCTCGGCCC TTCCGGCTGG CTGGTTTATT

     3001 GCTGATAAAT CTGGAGCCGG TGAGCGTGGG TCTCGCGGTA TCATTGCAGC ACTGGGGCCA

     3061 GATGGTAAGC CCTCCCGTAT CGTAGTTATC TACACGACGG GGAGTCAGGC AACTATGGAT

     3121 GAACGAAATA GACAGATCGC TGAGATAGGT GCCTCACTGA TTAAGCATTG GTAACTGTCA

     3181 GACCAAGTTT ACTCATATAT ACTTTAGATT GATTTAAAAC TTCATTTTTA ATTTAAAAGG

     3241 ATCTAGGTGA AGATCCTTTT TGATAATCTC ATGACCAAAA TCCCTTAACG TGAGTTTTCG

     3301 TTCCACTGAG CGTCAGACCC CGTAGAAAAG ATCAAAGGAT CTTCTTGAGA TCCTTTTTTT

     3361 CTGCGCGTAA TCTGCTGCTT GCAAACAAAA AAACCACCGC TACCAGCGGT GGTTTGTTTG

     3421 CCGGATCAAG AGCTACCAAC TCTTTTTCCG AAGGTAACTG GCTTCAGCAG AGCGCAGATA

     3481 CCAAATACTG TCCTTCTAGT GTAGCCGTAG TTAGGCCACC ACTTCAAGAA CTCTGTAGCA

     3541 CCGCCTACAT ACCTCGCTCT GCTAATCCTG TTACCAGTGG CTGCTGCCAG TGGCGATAAG

     3601 TCGTGTCTTA CCGGGTTGGA CTCAAGACGA TAGTTACCGG ATAAGGCGCA GCGGTCGGGC

     3661 TGAACGGGGG GTTCGTGCAC ACAGCCCAGC TTGGAGCGAA CGACCTACAC CGAACTGAGA

     3721 TACCTACAGC GTGAGCTATG AGAAAGCGCC ACGCTTCCCG AAGGGAGAAA GGCGGACAGG

     3781 TATCCGGTAA GCGGCAGGGT CGGAACAGGA GAGCGCACGA GGGAGCTTCC AGGGGGAAAC

     3841 GCCTGGTATC TTTATAGTCC TGTCGGGTTT CGCCACCTCT GACTTGAGCG TCGATTTTTG

     3901 TGATGCTCGT CAGGGGGGCG GAGCCTATGG AAAAACGCCA GCAACGCGGC CTTTTTACGG

     3961 TTCCTGGTCT TTTGCTGGCC TTTTGCTCAC ATGTTCTTTC CTGCGTTATC CCCTGATTCT

     4021 GTGGATAACC GTATTACCGC CTTTGAGTGA GCTGATACCA GCGGATAACA ATTTCACACA

     4081 GGAAACAGCT ATGACCATGA TTACGCCAAG CTATCAACTT TGTATAGAAA AGTTGAACGA

     4141 GAAACGTAAA ATGATATAAA TATCAATATA TTAAATTAGA TTTTGCATAA AAAACAGACT

     4201 ACATAATACT GTAAAACACA ACATATCCAG TCACTATGGT CGACCTGCAG ACTGGCTGTG

     4261 TATAAGGGAG CCTGACATTT ATATTCCCCA GAACATCAGG TTAATGGCGT TTTTGATGTC

     4321 ATTTTCGCGG TGGCTGAGAT CAGCCACTTC TTCCCCGATA ACGGAGACCG GCACACTGGC

     4381 CATATCGGTG GTCATCATGC GCCAGCTTTC ATCCCCGATA TGCACCACCG GGTAAAGTTC

     4441 ACGGGGGACT TTATCTGACA GCAGACGTGC ACTGGCCAGG GGGATCACCA TCCGTCGCCC

     4501 GGGCGTGTCA ATAATATCAC TCTGTACATC CACAAACAGA CGATAACGGC TCTCTCTTTT

     4561 ATAGGTGTAA ACCTTAAACT GCATTTCACC AGCCCCTGTT CTCGTCGGCA AAAGAGCCGT

     4621 TCATTTCAAT AAACCGGGCG ACCTCAGCCA TCCCTTCCTG ATTTTCCGCT TTCCAGCGTT

     4681 CGGCACGCAG ACGACGGGCT TCATTCTGCA TGGTTGTGCT TACCGAACCG GAGATATTGA

     4741 CATCATATAT GCCTTGAGCA ACTGATAGCT GTCGCTGTCA ACTGTCACTG TAATACGCTG

     4801 CTTCATAGCA TACCTCTTTT TGACATACTT CGGGTATACA TATCAGTATA TATTCTTATA

     4861 CCGCAAAAAT CAGCGCGCAA ATACGCATAC TGTTATCTGG CTTTTAGTAA GCCGGATCCT

     4921 CTAGATTACG CCCCGCCCTG CCACTCATCG CAGTACTGTT GTAATTCATT AAGCATTCTG

     4981 CCGACATGGA AGCCATCACA AACGGCATGA TGAACCTGAA TCGCCAGCGG CATCAGCACC

     5041 TTGTCGCCTT GCGTATAATA TTTGCCCATG GTGAAAACGG GGGCGAAGAA GTTGTCCATA

     5101 TTGGCCACGT TTAAATCAAA ACTGGTGAAA CTCACCCAGG GATTGGCTGA GACGAAAAAC

     5161 ATATTCTCAA TAAACCCTTT AGGGAAATAG GCCAGGTTTT CACCGTAACA CGCCACATCT

     5221 TGCGAATATA TGTGTAGAAA CTGCCGGAAA TCGTCGTGGT ATTCACTCCA GAGCGATGAA

     5281 AACGTTTCAG TTTGCTCATG GAAAACGGTG TAACAAGGGT GAACACTATC CCATATCACC

     5341 AGCTCACCGT CTTTCATTGC CATACGGAAT TCCGGATGAG CATTCATCAG GCGGGCAAGA

     5401 ATGTGAATAA AGGCCGGATA AAACTTGTGC TTATTTTTCT TTACGGTCTT TAAAAAGGCC

     5461 GTAATATCCA GCTGAACGGT CTGGTTATAG GTACATTGAG CAACTGACTG AAATGCCTCA

     5521 AAATGTTCTT TACGATGCCA TTGGGATATA TCAACGGTGG TATATCCAGT GATTTTTTTC

     5581 TCCATTTTAG CTTCCTTAGC TCCTGAAAAT CTCGACGGAT CCTAACTCAA AATCCACACA

     5641 TTATACGAGC CGGAAGCATA AAGTGTAAAG CCTGGGGGTG CCTAATGCGG CCGCCATAGT

     5701 GACTGGATAT GTTGTGTTTT ACAGTATTAT GTAGTCTGTT TTTTATGCAA AATCTAATTT

     5761 AATATATTGA TATTTATATC ATTTTACGTT TCTCGTTCAA CTTTATTATA CATAGTTGAT

     5821 AATTCACTGG CCGTCGTTTT ACAACGTCGT GACTGGGAAA ACCCTGGCGT TACCCAACTT

     5881 AA
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pBCN22

LOCUS       pBCN22                  7439 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     3'UTR           complement(165..529)

                     /label=unc54-3pUTR

     CDS             complement(530..1240)

                     /label=mCherry

     promoter        complement(1244..1404)

                     /label=minPmyo2

     enhancer        complement(1418..1445)

                     /label=C183

     enhancer        complement(1450..1477)

                     /label=C183

     enhancer        complement(1482..1509)

                     /label=C183

     enhancer        complement(1514..1541)

                     /label=C183

     enhancer        complement(1546..1573)

                     /label=C183

     enhancer        complement(1578..1605)

                     /label=C183

     enhancer        complement(1610..1637)

                     /label=C183

     enhancer        complement(1642..1669)

                     /label=C183

     promoter        1723..2299

                     /label=Prpl-28

     misc_feature    2250..2281

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     CDS             join(2337..2535,2587..2786,2838..3041)

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Puromycin Resistance"

     intron          2536..2586

                     /label=SynIVS.R

     intron          2787..2837

                     /label=SynIVS.T

     3'UTR           3068..3450

                     /label=let-858_3pflank

     misc_feature    3171..3200

                     /label="let858.3'"

                     /label="let858.3'"

     primer_bind     complement(3574..3593)

                     /label=pCG150speI-seqR

     misc_feature    3620..3642

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     promoter        3801..3829

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             3871..4731

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      4886..5505

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    5617..5639

                     /label="M13_pUC_rev_primer"

                     /label="M13_pUC_rev_primer"

     misc_feature    5638..5656

                     /label="M13_reverse_primer"

                     /label="M13_reverse_primer"

     misc_recomb     5695..5795

                     /label="attR1"

                     /label="attR4"

     CDS             complement(5836..6141)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(6483..7142)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(7252..7352)

                     /label="attR3"

                     /label="attR3"

     misc_feature    complement(7383..7399)

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_feature    complement(7392..7414)

                     /label="M13_pUC_fwd_primer"

                     /label="M13_pUC_fwd_primer"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCTGTGTG CGGTTTTTTC

      181 TATGATGTTT CAAAAAAATT TATCAGAAGT AAAAAACATA AGAAGTGTAC ACAGAACATT

      241 GTGTAGATTT TGGGATAGAA TTATTATTAA TGGGGGGAGG GAGCACAATT TTTTTCGACT

      301 TTTTATTACG AATTAATTCT ATTTTTGAAT CTACACAATT TCATTGTTAG AGGTGACTTA

      361 AAAGAAGCTA AAAAACAAAG AAATTAAGAG AAGTTTTTTG ATAATAACAA AAATAGGGGG

      421 TGGGAGCACA GGGAGAAAGA GCATGTAGGG ATGTTGAAGA GTAATTGGAC TTAGAAGTCA

      481 GAGGCACGGG CGCGAGATGG CGATCTGATG ACAGCGGCCG ATGCGGAGCT TACTTGTACA

      541 GCTCGTCCAT GCCGCCGGTG GAGTGGCGGC CCTCGGCGCG TTCGTACTGT TCCACGATGG

      601 TGTAGTCCTC GTTGTGGGAG GTGATGTCCA ACTTGATGTT GACGTTGTAG GCGCCGGGCA

      661 GCTGCACGGG CTTCTTGGCC TTGTAGGTGG TCTTGACCTC AGCGTCGTAG TGGCCGCCGT

      721 CCTTCAGCTT CAGCCTCTGC TTGATCTCGC CCTTCAGGGC GCCGTCCTCG GGGTACATCC

      781 GCTCGGAGGA GGCCTCCCAG CCCATGGTCT TCTTCTGCAT TACGGGGCCG TCGGAGGGGA

      841 AGTTGGTGCC GCGCAGCTTC ACCTTGTAGA TGAACTCGCC GTCCTGCAGG GAGGAGTCCT

      901 GGGTCACGGT CACCACGCCG CCGTCCTCGA AGTTCATCAC GCGCTCCCAC TTGAAGCCCT

      961 CGGGGAAGGA CAGCTTCAAG TAGTCGGGGA TGTCGGCGGG GTGCTTCACG TAGGCCTTGG

     1021 AGCCGTACAT GAACTGAGGG GACAGGATGT CCCAGGCGAA GGGCAGGGGG CCACCCTTGG

     1081 TCACCTTCAG CTTGGCGGTC TGGGTGCCCT CGTAGGGGCG GCCCTCGCCC TCGCCCTCGA

     1141 TCTCGAACTC GTGGCCGTTC ACGGAGCCCT CCATGTGCAC CTTGAAGCGC ATGAACTCCT

     1201 TGATGATGGC CATGTTATCC TCCTCGCCCT TGCTCACCAT GGTCGAGGGT TAAAATGAAA

     1261 AGTGGTGGAG AGAAGTCAAC CGCTCGGTGG GATGCGCGAG CCTGGAGATA ACTTTGATTT

     1321 TCGGCGAGCC CTTCTTTTTC CCTGGGTGGG TGGATTGGGA GGCGGGGATA TCCAATTGTA

     1381 ATTCTAGGTA GCTGAAAAGT GTCTAGAGTC GACCAAGTCT CGTTGTTTGC CGTCGGATGT

     1441 CTGCCCAAGT CTCGTTGTTT GCCGTCGGAT GTCTGCCCAA GTCTCGTTGT TTGCCGTCGG

     1501 ATGTCTGCCC AAGTCTCGTT GTTTGCCGTC GGATGTCTGC CCAAGTCTCG TTGTTTGCCG

     1561 TCGGATGTCT GCCCAAGTCT CGTTGTTTGC CGTCGGATGT CTGCCCAAGT CTCGTTGTTT

     1621 GCCGTCGGAT GTCTGCCCAA GTCTCGTTGT TTGCCGTCGG ATGTCTGCCC AAGGCCTGCA

     1681 GGAATTCGAT ATCAAGCTTG GTACCGAGCT CGGGGGCCCC CCTCGAGGGG AGAAAATGCG

     1741 GAGAGAAGAA CCCAGCATCT TAATAAAATT ATATAATTTT GAATAAAATC AAATTAAAAA

     1801 TAAGATTAAT TGAAACACAA CAATAGAATG CAGAAAATTA CTCATAAGAA ATAATTTATT

     1861 TTGAAAGAAG TTGTGTCGAT TTACGATAAA AACTACACGC AAACGAGGCT CCGCGTTTAC

     1921 ACCGTTTGGC AATGGAGCGC GCTTGCTATT AGATTTTAGG CCAGCTCAAC GAAAGTTTAA

     1981 TTTATTTTTC TTCTTTTTTT CCATTTTTTT GAGTAAAATA TCGAATTTTT TGTATTAATT

     2041 CTGTAAATTT TATAATTTGC AACTATTTTG GCGTATTCTG CTTGTTTTTA TCAGCGAATT

     2101 TTTATGCATT TCAGTCAAAA GTTTGAGCAG GAAAAATGAC ATTTAGGACT TTGTAAAATT

     2161 GTATTCTTAA ATTTGCTTGA AAACCTACGT GTACAATTGA TTTTATTGAA TTTTTCTTAC

     2221 GTTTCCCGTT GTATCTTATT GTATTTAACT TTCATCATAA AATAATTTAT TTCCAGGTAA

     2281 AATATCCGAC GCTCTCGTGG ATCCCCGGGA TTGGCTCAGA AAAAAAGGTA CCGACCATGA

     2341 CCGAGTACAA GCCCACGGTG CGCCTCGCCA CCCGCGACGA CGTCCCCAGG GCCGTACGCA

     2401 CCCTCGCCGC CGCGTTCGCC GACTACCCCG CCACGCGCCA CACCGTCGAT CCGGACCGCC

     2461 ACATCGAGCG GGTCACCGAG CTGCAAGAAC TCTTCCTCAC GCGCGTCGGG CTCGACATCG

     2521 GCAAGGTGTG GGTCGGTAAG TTTAAACATA TATATACTAA CTAACCCTGA TTATTTAAAT

     2581 TTTCAGCGGA CGACGGCGCC GCGGTGGCGG TCTGGACCAC GCCGGAGAGC GTCGAAGCGG

     2641 GGGCGGTGTT CGCCGAGATC GGCCCGCGCA TGGCCGAGTT GAGCGGTTCC CGGCTGGCCG

     2701 CGCAGCAACA GATGGAAGGC CTCCTGGCGC CGCACCGGCC CAAGGAGCCC GCGTGGTTCC

     2761 TGGCCACCGT CGGCGTCTCG CCCGACGTAA GTTTAAACAT GATTTTACTA ACTAACTAAT

     2821 CTGATTTAAA TTTTCAGCAC CAGGGCAAGG GTCTGGGCAG CGCCGTCGTG CTCCCCGGAG

     2881 TGGAGGCGGC CGAGCGCGCC GGGGTGCCCG CCTTCCTGGA GACCTCCGCG CCCCGCAACC

     2941 TCCCCTTCTA CGAGCGGCTC GGCTTCACCG TCACCGCCGA CGTCGAGgTG CCCGAAGGAC

     3001 CGCGCACCTG GTGCATGACC CGCAAGCCCG GTGCCTGATG AGGAGCTAGC CGGCCATACA

     3061 AGTAATCCGG ATGATCGACG CCAACGTCGT TGAATTTTCA AATTTTAAAT ACTGAATATT

     3121 TGTTTTTTTT CCTATTATTT ATTTATTCTC TTTGTGTTTT TTTTCTTGCT TTCTAAAAAA

     3181 TTAATTCAAT CCAAATCTAA ACATTTTTTT TTCTCTTTCC GTCTCCCAAT TCGTATTCCG

     3241 CTCCTCTCAT CTGAACACAA TGTGCAAGTT TATTTATCTT CTCGCTTTCA TTTCATTAGG

     3301 ACGTGGGGGG AATTGGTGGA AGGGGGAAAC ACACAAAAGG ATGATGGAAA TGAAATAAGG

     3361 ACACACAATA TGCAACAACA TTCAATTCAG AAATATGGAG GAAGGTTTAA AAGAAAACAT

     3421 AAAAATATAT AGAGGAGGAA GGAAAACTAG TTCTAGAGCG GCCGCCACCG CGGTGGAGCT

     3481 CCCATATGGT GCACTCTCAG TGCAATCTGC TCTGATGCCG CATAGTTAAG CCAGCCCCGA

     3541 CACCCGCCAA CACCCGCTGA CGCGCCCTGA CGGGCTTGTC TGCTCCCGGC ATCCGCTTAC

     3601 AGACAAGCTG TGACCGTCTC CGGGAGCTGC ATGTGTCAGA GGTTTTCACC GTCATCACCG

     3661 AAACGCGCGA GACGAAAGGG CCTCGTGATA CGCCTATTTT TATAGGTTAA TGTCATGATA

     3721 ATAATGGTTT CTTAGACGTC AGGTGGCACT TTTCGGGGAA ATGTGCGCGG AACCCCTATT

     3781 TGTTTATTTT TCTAAATACA TTCAAATATG TATCCGCTCA TGAGACAATA ACCCTGATAA

     3841 ATGCTTCAAT AATATTGAAA AAGGAAGAGT ATGAGTATTC AACATTTCCG TGTCGCCCTT

     3901 ATTCCCTTTT TTGCGGCATT TTGCCTTCCT GTTTTTGCTC ACCCAGAAAC GCTGGTGAAA

     3961 GTAAAAGATG CTGAAGATCA GTTGGGTGCA CGAGTGGGTT ACATCGAACT GGATCTCAAC

     4021 AGCGGTAAGA TCCTTGAGAG TTTTCGCCCC GAAGAACGTT TTCCAATGAT GAGCACTTTT

     4081 AAAGTTCTGC TATGTGGCGC GGTATTATCC CGTATTGACG CCGGGCAAGA GCAACTCGGT

     4141 CGCCGCATAC ACTATTCTCA GAATGACTTG GTTGAGTACT CACCAGTCAC AGAAAAGCAT

     4201 CTTACGGATG GCATGACAGT AAGAGAATTA TGCAGTGCTG CCATAACCAT GAGTGATAAC

     4261 ACTGCGGCCA ACTTACTTCT GACAACGATC GGAGGACCGA AGGAGCTAAC CGCTTTTTTG

     4321 CACAACATGG GGGATCATGT AACTCGCCTT GATCGTTGGG AACCGGAGCT GAATGAAGCC

     4381 ATACCAAACG ACGAGCGTGA CACCACGATG CCTGTAGCAA TGGCAACAAC GTTGCGCAAA

     4441 CTATTAACTG GCGAACTACT TACTCTAGCT TCCCGGCAAC AATTAATAGA CTGGATGGAG

     4501 GCGGATAAAG TTGCAGGACC ACTTCTGCGC TCGGCCCTTC CGGCTGGCTG GTTTATTGCT

     4561 GATAAATCTG GAGCCGGTGA GCGTGGGTCT CGCGGTATCA TTGCAGCACT GGGGCCAGAT

     4621 GGTAAGCCCT CCCGTATCGT AGTTATCTAC ACGACGGGGA GTCAGGCAAC TATGGATGAA

     4681 CGAAATAGAC AGATCGCTGA GATAGGTGCC TCACTGATTA AGCATTGGTA ACTGTCAGAC

     4741 CAAGTTTACT CATATATACT TTAGATTGAT TTAAAACTTC ATTTTTAATT TAAAAGGATC

     4801 TAGGTGAAGA TCCTTTTTGA TAATCTCATG ACCAAAATCC CTTAACGTGA GTTTTCGTTC

     4861 CACTGAGCGT CAGACCCCGT AGAAAAGATC AAAGGATCTT CTTGAGATCC TTTTTTTCTG

     4921 CGCGTAATCT GCTGCTTGCA AACAAAAAAA CCACCGCTAC CAGCGGTGGT TTGTTTGCCG

     4981 GATCAAGAGC TACCAACTCT TTTTCCGAAG GTAACTGGCT TCAGCAGAGC GCAGATACCA

     5041 AATACTGTCC TTCTAGTGTA GCCGTAGTTA GGCCACCACT TCAAGAACTC TGTAGCACCG

     5101 CCTACATACC TCGCTCTGCT AATCCTGTTA CCAGTGGCTG CTGCCAGTGG CGATAAGTCG

     5161 TGTCTTACCG GGTTGGACTC AAGACGATAG TTACCGGATA AGGCGCAGCG GTCGGGCTGA

     5221 ACGGGGGGTT CGTGCACACA GCCCAGCTTG GAGCGAACGA CCTACACCGA ACTGAGATAC

     5281 CTACAGCGTG AGCTATGAGA AAGCGCCACG CTTCCCGAAG GGAGAAAGGC GGACAGGTAT

     5341 CCGGTAAGCG GCAGGGTCGG AACAGGAGAG CGCACGAGGG AGCTTCCAGG GGGAAACGCC

     5401 TGGTATCTTT ATAGTCCTGT CGGGTTTCGC CACCTCTGAC TTGAGCGTCG ATTTTTGTGA

     5461 TGCTCGTCAG GGGGGCGGAG CCTATGGAAA AACGCCAGCA ACGCGGCCTT TTTACGGTTC

     5521 CTGGTCTTTT GCTGGCCTTT TGCTCACATG TTCTTTCCTG CGTTATCCCC TGATTCTGTG

     5581 GATAACCGTA TTACCGCCTT TGAGTGAGCT GATACCAGCG GATAACAATT TCACACAGGA

     5641 AACAGCTATG ACCATGATTA CGCCAAGCTA TCAACTTTGT ATAGAAAAGT TGAACGAGAA

     5701 ACGTAAAATG ATATAAATAT CAATATATTA AATTAGATTT TGCATAAAAA ACAGACTACA

     5761 TAATACTGTA AAACACAACA TATCCAGTCA CTATGGTCGA CCTGCAGACT GGCTGTGTAT

     5821 AAGGGAGCCT GACATTTATA TTCCCCAGAA CATCAGGTTA ATGGCGTTTT TGATGTCATT

     5881 TTCGCGGTGG CTGAGATCAG CCACTTCTTC CCCGATAACG GAGACCGGCA CACTGGCCAT

     5941 ATCGGTGGTC ATCATGCGCC AGCTTTCATC CCCGATATGC ACCACCGGGT AAAGTTCACG

     6001 GGGGACTTTA TCTGACAGCA GACGTGCACT GGCCAGGGGG ATCACCATCC GTCGCCCGGG

     6061 CGTGTCAATA ATATCACTCT GTACATCCAC AAACAGACGA TAACGGCTCT CTCTTTTATA

     6121 GGTGTAAACC TTAAACTGCA TTTCACCAGC CCCTGTTCTC GTCGGCAAAA GAGCCGTTCA

     6181 TTTCAATAAA CCGGGCGACC TCAGCCATCC CTTCCTGATT TTCCGCTTTC CAGCGTTCGG

     6241 CACGCAGACG ACGGGCTTCA TTCTGCATGG TTGTGCTTAC CGAACCGGAG ATATTGACAT

     6301 CATATATGCC TTGAGCAACT GATAGCTGTC GCTGTCAACT GTCACTGTAA TACGCTGCTT

     6361 CATAGCATAC CTCTTTTTGA CATACTTCGG GTATACATAT CAGTATATAT TCTTATACCG

     6421 CAAAAATCAG CGCGCAAATA CGCATACTGT TATCTGGCTT TTAGTAAGCC GGATCCTCTA

     6481 GATTACGCCC CGCCCTGCCA CTCATCGCAG TACTGTTGTA ATTCATTAAG CATTCTGCCG

     6541 ACATGGAAGC CATCACAAAC GGCATGATGA ACCTGAATCG CCAGCGGCAT CAGCACCTTG

     6601 TCGCCTTGCG TATAATATTT GCCCATGGTG AAAACGGGGG CGAAGAAGTT GTCCATATTG

     6661 GCCACGTTTA AATCAAAACT GGTGAAACTC ACCCAGGGAT TGGCTGAGAC GAAAAACATA

     6721 TTCTCAATAA ACCCTTTAGG GAAATAGGCC AGGTTTTCAC CGTAACACGC CACATCTTGC

     6781 GAATATATGT GTAGAAACTG CCGGAAATCG TCGTGGTATT CACTCCAGAG CGATGAAAAC

     6841 GTTTCAGTTT GCTCATGGAA AACGGTGTAA CAAGGGTGAA CACTATCCCA TATCACCAGC

     6901 TCACCGTCTT TCATTGCCAT ACGGAATTCC GGATGAGCAT TCATCAGGCG GGCAAGAATG

     6961 TGAATAAAGG CCGGATAAAA CTTGTGCTTA TTTTTCTTTA CGGTCTTTAA AAAGGCCGTA

     7021 ATATCCAGCT GAACGGTCTG GTTATAGGTA CATTGAGCAA CTGACTGAAA TGCCTCAAAA

     7081 TGTTCTTTAC GATGCCATTG GGATATATCA ACGGTGGTAT ATCCAGTGAT TTTTTTCTCC

     7141 ATTTTAGCTT CCTTAGCTCC TGAAAATCTC GACGGATCCT AACTCAAAAT CCACACATTA

     7201 TACGAGCCGG AAGCATAAAG TGTAAAGCCT GGGGGTGCCT AATGCGGCCG CCATAGTGAC

     7261 TGGATATGTT GTGTTTTACA GTATTATGTA GTCTGTTTTT TATGCAAAAT CTAATTTAAT

     7321 ATATTGATAT TTATATCATT TTACGTTTCT CGTTCAACTT TATTATACAT AGTTGATAAT

     7381 TCACTGGCCG TCGTTTTACA ACGTCGTGAC TGGGAAAACC CTGGCGTTAC CCAACTTAA

//

pBCN23

LOCUS       pBCN23                  7949 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     3'UTR           complement(165..529)

                     /label=unc54-3pUTR

     gene            complement(530..1240)

                     /label=mCherry

     promoter        complement(1244..2203)

                     /label=Pmyo2

     promoter        2233..2809

                     /label=Prpl-28

     misc_feature    2760..2791

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     primer_bind     2816..2834

                     /note="Primer: CGGGATTGGCTCAGAAAAAATGACTG"

                     /note="Number of mismatches: 0"

                     /note="Primer binding region: 1479..1504"

                     /label=wGFPpPD129-F

     CDS             join(2847..3045,3097..3296,3348..3551)

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Puromycin Resistance"

     intron          3046..3096

                     /label=SynIVS.R

     intron          3297..3347

                     /label=SynIVS.T

     3'UTR           3578..3960

                     /label=let-858_3pflank

     misc_feature    3681..3710

                     /label="let858.3'"

                     /label="let858.3'"

     primer_bind     complement(4084..4103)

                     /label=pCG150speI-seqR

     misc_feature    4130..4152

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     promoter        4311..4339

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             4381..5241

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      5396..6015

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    6127..6149

                     /label="M13_pUC_rev_primer"

                     /label="M13_pUC_rev_primer"

     misc_feature    6148..6166

                     /label="M13_reverse_primer"

                     /label="M13_reverse_primer"

     misc_recomb     6205..6305

                     /label="attR1"

                     /label="attR4"

     CDS             complement(6346..6651)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(6993..7652)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(7762..7862)

                     /label="attR3"

                     /label="attR3"

     misc_feature    complement(7893..7909)

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_feature    complement(7902..7924)

                     /label="M13_pUC_fwd_primer"

                     /label="M13_pUC_fwd_primer"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCTGTGTG CGGTTTTTTC

      181 TATGATGTTT CAAAAAAATT TATCAGAAGT AAAAAACATA AGAAGTGTAC ACAGAACATT

      241 GTGTAGATTT TGGGATAGAA TTATTATTAA TGGGGGGAGG GAGCACAATT TTTTTCGACT

      301 TTTTATTACG AATTAATTCT ATTTTTGAAT CTACACAATT TCATTGTTAG AGGTGACTTA

      361 AAAGAAGCTA AAAAACAAAG AAATTAAGAG AAGTTTTTTG ATAATAACAA AAATAGGGGG

      421 TGGGAGCACA GGGAGAAAGA GCATGTAGGG ATGTTGAAGA GTAATTGGAC TTAGAAGTCA

      481 GAGGCACGGG CGCGAGATGG CGATCTGATG ACAGCGGCCG ATGCGGAGCT TACTTGTACA

      541 GCTCGTCCAT GCCGCCGGTG GAGTGGCGGC CCTCGGCGCG TTCGTACTGT TCCACGATGG

      601 TGTAGTCCTC GTTGTGGGAG GTGATGTCCA ACTTGATGTT GACGTTGTAG GCGCCGGGCA

      661 GCTGCACGGG CTTCTTGGCC TTGTAGGTGG TCTTGACCTC AGCGTCGTAG TGGCCGCCGT

      721 CCTTCAGCTT CAGCCTCTGC TTGATCTCGC CCTTCAGGGC GCCGTCCTCG GGGTACATCC

      781 GCTCGGAGGA GGCCTCCCAG CCCATGGTCT TCTTCTGCAT TACGGGGCCG TCGGAGGGGA

      841 AGTTGGTGCC GCGCAGCTTC ACCTTGTAGA TGAACTCGCC GTCCTGCAGG GAGGAGTCCT

      901 GGGTCACGGT CACCACGCCG CCGTCCTCGA AGTTCATCAC GCGCTCCCAC TTGAAGCCCT

      961 CGGGGAAGGA CAGCTTCAAG TAGTCGGGGA TGTCGGCGGG GTGCTTCACG TAGGCCTTGG

     1021 AGCCGTACAT GAACTGAGGG GACAGGATGT CCCAGGCGAA GGGCAGGGGG CCACCCTTGG

     1081 TCACCTTCAG CTTGGCGGTC TGGGTGCCCT CGTAGGGGCG GCCCTCGCCC TCGCCCTCGA

     1141 TCTCGAACTC GTGGCCGTTC ACGGAGCCCT CCATGTGCAC CTTGAAGCGC ATGAACTCCT

     1201 TGATGATGGC CATGTTATCC TCCTCGCCCT TGCTCACCAT GGTCGAGGGT TAAAATGAAA

     1261 AGTGGTGGAG AGAAGTCAAC CGCTCGGTGG GATGCGCGAG CCTGGAGATA ACTTTGATTT

     1321 TCGGCGAGCC CTTCTTTTTC CCTGGGTGGG TGGATTGGGA GGCGGGGATa tccaattgta

     1381 attctaggta gctgaaaagt gtctgcacac tgttctctaa ccatcgacgc aggaaaagtc

     1441 tctttctcaa gtgcaaatag caaaaatctt ctttcttccc ccccatcttc cgagcaaggc

     1501 gcccccacgg atagttgctc gctggcggta gggagcgaag agagcagaga acctcaacgg

     1561 gatagtgggg atacgagaaa agaaacggca ttttaggtta actaaagata gtgaagaagc

     1621 cggctcaatg cagagaggca gacatccgac ggcaaacaac gagagaattt tatccagaac

     1681 aatgagtaca gtgtgtgcgc gcaaagtgct cttcctgcca ttttgctact cttatccaca

     1741 caaccacttt agcgattacc aacctatctt gagacttatc tttattttct cttcttttgc

     1801 cgacgaaacg ggagagaggg gcaaaaaatg aagaatcggg ggcactgatt aacacactta

     1861 ctttttttta ggctgaagca cacattgctg ttcggggtgt aaagttcagc agaattcaaa

     1921 gcaaaagacc acccgcatcg gtagtcaata ttgatctgga agattattaa aaattgtcag

     1981 agtgagccat atgcatatga atttaattca tacataacat ttataagaca ggaataaata

     2041 ccaaagtgaa gttattattt ggtcgattat cactttagca tagtgaaagt atccctcaat

     2101 gtctctactt gtaaactcag ttgatttaca aacgttgttt tattgattat aaaattagtt

     2161 ttatggacat ttaaAGCAAA GGATACTACT CAGATATAAA ATGAAGCTTG GTACCGAGCT

     2221 CGGGGGCCCC CCTCGAGGGG AGAAAATGCG GAGAGAAGAA CCCAGCATCT TAATAAAATT

     2281 ATATAATTTT GAATAAAATC AAATTAAAAA TAAGATTAAT TGAAACACAA CAATAGAATG

     2341 CAGAAAATTA CTCATAAGAA ATAATTTATT TTGAAAGAAG TTGTGTCGAT TTACGATAAA

     2401 AACTACACGC AAACGAGGCT CCGCGTTTAC ACCGTTTGGC AATGGAGCGC GCTTGCTATT

     2461 AGATTTTAGG CCAGCTCAAC GAAAGTTTAA TTTATTTTTC TTCTTTTTTT CCATTTTTTT

     2521 GAGTAAAATA TCGAATTTTT TGTATTAATT CTGTAAATTT TATAATTTGC AACTATTTTG

     2581 GCGTATTCTG CTTGTTTTTA TCAGCGAATT TTTATGCATT TCAGTCAAAA GTTTGAGCAG

     2641 GAAAAATGAC ATTTAGGACT TTGTAAAATT GTATTCTTAA ATTTGCTTGA AAACCTACGT

     2701 GTACAATTGA TTTTATTGAA TTTTTCTTAC GTTTCCCGTT GTATCTTATT GTATTTAACT

     2761 TTCATCATAA AATAATTTAT TTCCAGGTAA AATATCCGAC GCTCTCGTGG ATCCCCGGGA

     2821 TTGGCTCAGA AAAAAAGGTA CCGACCATGA CCGAGTACAA GCCCACGGTG CGCCTCGCCA

     2881 CCCGCGACGA CGTCCCCAGG GCCGTACGCA CCCTCGCCGC CGCGTTCGCC GACTACCCCG

     2941 CCACGCGCCA CACCGTCGAT CCGGACCGCC ACATCGAGCG GGTCACCGAG CTGCAAGAAC

     3001 TCTTCCTCAC GCGCGTCGGG CTCGACATCG GCAAGGTGTG GGTCGGTAAG TTTAAACATA

     3061 TATATACTAA CTAACCCTGA TTATTTAAAT TTTCAGCGGA CGACGGCGCC GCGGTGGCGG

     3121 TCTGGACCAC GCCGGAGAGC GTCGAAGCGG GGGCGGTGTT CGCCGAGATC GGCCCGCGCA

     3181 TGGCCGAGTT GAGCGGTTCC CGGCTGGCCG CGCAGCAACA GATGGAAGGC CTCCTGGCGC

     3241 CGCACCGGCC CAAGGAGCCC GCGTGGTTCC TGGCCACCGT CGGCGTCTCG CCCGACGTAA

     3301 GTTTAAACAT GATTTTACTA ACTAACTAAT CTGATTTAAA TTTTCAGCAC CAGGGCAAGG

     3361 GTCTGGGCAG CGCCGTCGTG CTCCCCGGAG TGGAGGCGGC CGAGCGCGCC GGGGTGCCCG

     3421 CCTTCCTGGA GACCTCCGCG CCCCGCAACC TCCCCTTCTA CGAGCGGCTC GGCTTCACCG

     3481 TCACCGCCGA CGTCGAGgTG CCCGAAGGAC CGCGCACCTG GTGCATGACC CGCAAGCCCG

     3541 GTGCCTGATG AGGAGCTAGC CGGCCATACA AGTAATCCGG ATGATCGACG CCAACGTCGT

     3601 TGAATTTTCA AATTTTAAAT ACTGAATATT TGTTTTTTTT CCTATTATTT ATTTATTCTC

     3661 TTTGTGTTTT TTTTCTTGCT TTCTAAAAAA TTAATTCAAT CCAAATCTAA ACATTTTTTT

     3721 TTCTCTTTCC GTCTCCCAAT TCGTATTCCG CTCCTCTCAT CTGAACACAA TGTGCAAGTT

     3781 TATTTATCTT CTCGCTTTCA TTTCATTAGG ACGTGGGGGG AATTGGTGGA AGGGGGAAAC

     3841 ACACAAAAGG ATGATGGAAA TGAAATAAGG ACACACAATA TGCAACAACA TTCAATTCAG

     3901 AAATATGGAG GAAGGTTTAA AAGAAAACAT AAAAATATAT AGAGGAGGAA GGAAAACTAG

     3961 TTCTAGAGCG GCCGCCACCG CGGTGGAGCT CCCATATGGT GCACTCTCAG TGCAATCTGC

     4021 TCTGATGCCG CATAGTTAAG CCAGCCCCGA CACCCGCCAA CACCCGCTGA CGCGCCCTGA

     4081 CGGGCTTGTC TGCTCCCGGC ATCCGCTTAC AGACAAGCTG TGACCGTCTC CGGGAGCTGC

     4141 ATGTGTCAGA GGTTTTCACC GTCATCACCG AAACGCGCGA GACGAAAGGG CCTCGTGATA

     4201 CGCCTATTTT TATAGGTTAA TGTCATGATA ATAATGGTTT CTTAGACGTC AGGTGGCACT

     4261 TTTCGGGGAA ATGTGCGCGG AACCCCTATT TGTTTATTTT TCTAAATACA TTCAAATATG

     4321 TATCCGCTCA TGAGACAATA ACCCTGATAA ATGCTTCAAT AATATTGAAA AAGGAAGAGT

     4381 ATGAGTATTC AACATTTCCG TGTCGCCCTT ATTCCCTTTT TTGCGGCATT TTGCCTTCCT

     4441 GTTTTTGCTC ACCCAGAAAC GCTGGTGAAA GTAAAAGATG CTGAAGATCA GTTGGGTGCA

     4501 CGAGTGGGTT ACATCGAACT GGATCTCAAC AGCGGTAAGA TCCTTGAGAG TTTTCGCCCC

     4561 GAAGAACGTT TTCCAATGAT GAGCACTTTT AAAGTTCTGC TATGTGGCGC GGTATTATCC

     4621 CGTATTGACG CCGGGCAAGA GCAACTCGGT CGCCGCATAC ACTATTCTCA GAATGACTTG

     4681 GTTGAGTACT CACCAGTCAC AGAAAAGCAT CTTACGGATG GCATGACAGT AAGAGAATTA

     4741 TGCAGTGCTG CCATAACCAT GAGTGATAAC ACTGCGGCCA ACTTACTTCT GACAACGATC

     4801 GGAGGACCGA AGGAGCTAAC CGCTTTTTTG CACAACATGG GGGATCATGT AACTCGCCTT

     4861 GATCGTTGGG AACCGGAGCT GAATGAAGCC ATACCAAACG ACGAGCGTGA CACCACGATG

     4921 CCTGTAGCAA TGGCAACAAC GTTGCGCAAA CTATTAACTG GCGAACTACT TACTCTAGCT

     4981 TCCCGGCAAC AATTAATAGA CTGGATGGAG GCGGATAAAG TTGCAGGACC ACTTCTGCGC

     5041 TCGGCCCTTC CGGCTGGCTG GTTTATTGCT GATAAATCTG GAGCCGGTGA GCGTGGGTCT

     5101 CGCGGTATCA TTGCAGCACT GGGGCCAGAT GGTAAGCCCT CCCGTATCGT AGTTATCTAC

     5161 ACGACGGGGA GTCAGGCAAC TATGGATGAA CGAAATAGAC AGATCGCTGA GATAGGTGCC

     5221 TCACTGATTA AGCATTGGTA ACTGTCAGAC CAAGTTTACT CATATATACT TTAGATTGAT

     5281 TTAAAACTTC ATTTTTAATT TAAAAGGATC TAGGTGAAGA TCCTTTTTGA TAATCTCATG

     5341 ACCAAAATCC CTTAACGTGA GTTTTCGTTC CACTGAGCGT CAGACCCCGT AGAAAAGATC

     5401 AAAGGATCTT CTTGAGATCC TTTTTTTCTG CGCGTAATCT GCTGCTTGCA AACAAAAAAA

     5461 CCACCGCTAC CAGCGGTGGT TTGTTTGCCG GATCAAGAGC TACCAACTCT TTTTCCGAAG

     5521 GTAACTGGCT TCAGCAGAGC GCAGATACCA AATACTGTCC TTCTAGTGTA GCCGTAGTTA

     5581 GGCCACCACT TCAAGAACTC TGTAGCACCG CCTACATACC TCGCTCTGCT AATCCTGTTA

     5641 CCAGTGGCTG CTGCCAGTGG CGATAAGTCG TGTCTTACCG GGTTGGACTC AAGACGATAG

     5701 TTACCGGATA AGGCGCAGCG GTCGGGCTGA ACGGGGGGTT CGTGCACACA GCCCAGCTTG

     5761 GAGCGAACGA CCTACACCGA ACTGAGATAC CTACAGCGTG AGCTATGAGA AAGCGCCACG

     5821 CTTCCCGAAG GGAGAAAGGC GGACAGGTAT CCGGTAAGCG GCAGGGTCGG AACAGGAGAG

     5881 CGCACGAGGG AGCTTCCAGG GGGAAACGCC TGGTATCTTT ATAGTCCTGT CGGGTTTCGC

     5941 CACCTCTGAC TTGAGCGTCG ATTTTTGTGA TGCTCGTCAG GGGGGCGGAG CCTATGGAAA

     6001 AACGCCAGCA ACGCGGCCTT TTTACGGTTC CTGGTCTTTT GCTGGCCTTT TGCTCACATG

     6061 TTCTTTCCTG CGTTATCCCC TGATTCTGTG GATAACCGTA TTACCGCCTT TGAGTGAGCT

     6121 GATACCAGCG GATAACAATT TCACACAGGA AACAGCTATG ACCATGATTA CGCCAAGCTA

     6181 TCAACTTTGT ATAGAAAAGT TGAACGAGAA ACGTAAAATG ATATAAATAT CAATATATTA

     6241 AATTAGATTT TGCATAAAAA ACAGACTACA TAATACTGTA AAACACAACA TATCCAGTCA

     6301 CTATGGTCGA CCTGCAGACT GGCTGTGTAT AAGGGAGCCT GACATTTATA TTCCCCAGAA

     6361 CATCAGGTTA ATGGCGTTTT TGATGTCATT TTCGCGGTGG CTGAGATCAG CCACTTCTTC

     6421 CCCGATAACG GAGACCGGCA CACTGGCCAT ATCGGTGGTC ATCATGCGCC AGCTTTCATC

     6481 CCCGATATGC ACCACCGGGT AAAGTTCACG GGGGACTTTA TCTGACAGCA GACGTGCACT

     6541 GGCCAGGGGG ATCACCATCC GTCGCCCGGG CGTGTCAATA ATATCACTCT GTACATCCAC

     6601 AAACAGACGA TAACGGCTCT CTCTTTTATA GGTGTAAACC TTAAACTGCA TTTCACCAGC

     6661 CCCTGTTCTC GTCGGCAAAA GAGCCGTTCA TTTCAATAAA CCGGGCGACC TCAGCCATCC

     6721 CTTCCTGATT TTCCGCTTTC CAGCGTTCGG CACGCAGACG ACGGGCTTCA TTCTGCATGG

     6781 TTGTGCTTAC CGAACCGGAG ATATTGACAT CATATATGCC TTGAGCAACT GATAGCTGTC

     6841 GCTGTCAACT GTCACTGTAA TACGCTGCTT CATAGCATAC CTCTTTTTGA CATACTTCGG

     6901 GTATACATAT CAGTATATAT TCTTATACCG CAAAAATCAG CGCGCAAATA CGCATACTGT

     6961 TATCTGGCTT TTAGTAAGCC GGATCCTCTA GATTACGCCC CGCCCTGCCA CTCATCGCAG

     7021 TACTGTTGTA ATTCATTAAG CATTCTGCCG ACATGGAAGC CATCACAAAC GGCATGATGA

     7081 ACCTGAATCG CCAGCGGCAT CAGCACCTTG TCGCCTTGCG TATAATATTT GCCCATGGTG

     7141 AAAACGGGGG CGAAGAAGTT GTCCATATTG GCCACGTTTA AATCAAAACT GGTGAAACTC

     7201 ACCCAGGGAT TGGCTGAGAC GAAAAACATA TTCTCAATAA ACCCTTTAGG GAAATAGGCC

     7261 AGGTTTTCAC CGTAACACGC CACATCTTGC GAATATATGT GTAGAAACTG CCGGAAATCG

     7321 TCGTGGTATT CACTCCAGAG CGATGAAAAC GTTTCAGTTT GCTCATGGAA AACGGTGTAA

     7381 CAAGGGTGAA CACTATCCCA TATCACCAGC TCACCGTCTT TCATTGCCAT ACGGAATTCC

     7441 GGATGAGCAT TCATCAGGCG GGCAAGAATG TGAATAAAGG CCGGATAAAA CTTGTGCTTA

     7501 TTTTTCTTTA CGGTCTTTAA AAAGGCCGTA ATATCCAGCT GAACGGTCTG GTTATAGGTA

     7561 CATTGAGCAA CTGACTGAAA TGCCTCAAAA TGTTCTTTAC GATGCCATTG GGATATATCA

     7621 ACGGTGGTAT ATCCAGTGAT TTTTTTCTCC ATTTTAGCTT CCTTAGCTCC TGAAAATCTC

     7681 GACGGATCCT AACTCAAAAT CCACACATTA TACGAGCCGG AAGCATAAAG TGTAAAGCCT

     7741 GGGGGTGCCT AATGCGGCCG CCATAGTGAC TGGATATGTT GTGTTTTACA GTATTATGTA

     7801 GTCTGTTTTT TATGCAAAAT CTAATTTAAT ATATTGATAT TTATATCATT TTACGTTTCT

     7861 CGTTCAACTT TATTATACAT AGTTGATAAT TCACTGGCCG TCGTTTTACA ACGTCGTGAC

     7921 TGGGAAAACC CTGGCGTTAC CCAACTTAA

// 
pBCN28

LOCUS       pBCN28                  8093 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     promoter        165..1140

                     /label=Pmyo-2

     CDS             join(1141..1296,1348..1540,1593..1785,1837..2004)

                     /label="worm mCherry"

     3'UTR           2005..2369

                     /label="unc-54 3pUTR"

     promoter        <2380..2956

                     /label=Prpl-28

     misc_feature    2907..2938

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     primer_bind     2963..2981

                     /note="Primer: CGGGATTGGCTCAGAAAAAATGACTG"

                     /note="Number of mismatches: 0"

                     /note="Primer binding region: 1479..1504"

                     /label=wGFPpPD129-F

     CDS             join(2989..3192,3244..3443,3495..3703)

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Puromycin Resistance"

     intron          3193..3243

                     /label=SynIVS.R

     intron          3444..3494

                     /label=SynIVS.T

     3'UTR           3722..4104

                     /label=let-858_3pflank

     misc_feature    3825..3854

                     /label="let858.3'"

                     /label="let858.3'"

     primer_bind     complement(4228..4247)

                     /label=pCG150speI-seqR

     misc_feature    4274..4296

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     promoter        4455..4483

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             4525..5385

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      5540..6159

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    6271..6293

                     /label="M13_pUC_rev_primer"

                     /label="M13_pUC_rev_primer"

     misc_feature    6292..6310

                     /label="M13_reverse_primer"

                     /label="M13_reverse_primer"

     misc_recomb     6349..6449

                     /label="attR1"

                     /label="attR4"

     CDS             complement(6490..6795)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(7137..7796)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(7906..8006)

                     /label="attR3"

                     /label="attR3"

     misc_feature    complement(8037..8053)

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_feature    complement(8046..8068)

                     /label="M13_pUC_fwd_primer"

                     /label="M13_pUC_fwd_primer"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCcatttt atatctgagt

      181 agtatccttt gctttaaatg tccataaaac taattttata atcaataaaa caacgtttgt

      241 aaatcaactg agtttacaag tagagacatt gagggatact ttcactatgc taaagtgata

      301 atcgaccaaa taataacttc actttggtat ttattcctgt cttataaatg ttatgtatga

      361 attaaattca tatgcatatg gctcactctg acaattttta ataatcttcc agatcaatat

      421 tgactaccga tgcgggtggt cttttgcttt gaattctgct gaactttaca ccccgaacag

      481 caatgtgtgc ttcagcctaa aaaaaagtaa gtgtgttaat cagtgccccc gattcttcat

      541 tttttgcccc tctctcccgt ttcgtcggca aaagaagaga aaataaagat aagtctcaag

      601 ataggttggt aatcgctaaa gtggttgtgt ggataagagt agcaaaatgg caggaagagc

      661 actttgcgcg cacacactgt actcattgtt ctggataaaa ttctctcgtt gtttgccgtc

      721 ggatgtctgc ctctctgcat tgagccggct tcttcactat ctttagttaa cctaaaatgc

      781 cgtttctttt ctcgtatccc cactatcccg ttgaggttct ctgctctctt cgctccctac

      841 cgccagcgag caactatccg tgggggcgcc ttgctcggaa gatggggggg aagaaagaag

      901 atttttgcta tttgcacttg agaaagagac ttttcctgcg tcgatggtta gagaacagtg

      961 tgcagacact tttcagctac ctagaattac aattggatat ccccgcctcc caatccaccc

     1021 acccagggaa aaagaagggc tcgccgaaaa tcaaagttat ctccaggctc gcgcatccca

     1081 ccgagcggtt gacttctctc caccactttt cattttaacc ctcgatcgtc agacacagaa

     1141 ATGGTCTCAA AGGGTGAAGA AGATAACATG GCAATTATTA AAGAGTTTAT GCGTTTCAAG

     1201 GTGCATATGG AGGGATCTGT CAATGGGCAT GAGTTTGAAA TTGAAGGTGA AGGAGAAGGC

     1261 CGACCATATG AGGGAACACA AACCGCAAAA CTAAAGGTAA GTTTAAACAT ATATATACTA

     1321 ACTAACCCTG ATTATTTAAA TTTTCAGGTA ACTAAAGGCG GACCATTACC ATTCGCCTGG

     1381 GACATCCTCT CTCCACAGTT CATGTATGGA AGTAAAGCTT ATGTTAAACA TCCGGCAGAT

     1441 ATACCAGATT ATTTGAAACT TTCATTCCCG GAGGGTTTTA AGTGGGAACG CGTAATGAAT

     1501 TTTGAAGACG GAGGAGTTGT TACAGTGACG CAAGACTCAA GGTAAGTTTA AACAGTTCGG

     1561 TACTAACTAA CCATACATAT TTAAATTTTC AGCCTCCAAG ATGGAGAATT TATTTATAAA

     1621 GTCAAACTTC GAGGAACGAA TTTCCCCTCG GATGGACCTG TTATGCAGAA GAAGACTATG

     1681 GGATGGGAAG CTTCAAGTGA AAGAATGTAC CCTGAAGACG GTGCTCTTAA GGGAGAGATT

     1741 AAACAACGTC TTAAATTGAA AGATGGAGGA CATTACGATG CTGAGGTAAG TTTAAACATG

     1801 ATTTTACTAA CTAACTAATC TGATTTAAAT TTTCAGGTGA AGACAACTTA CAAAGCCAAA

     1861 AAACCAGTTC AGCTGCCAGG AGCGTACAAT GTTAATATTA AACTGGATAT CACCTCCCAC

     1921 AACGAGGATT ACACTATCGT TGAGCAATAT GAAAGAGCTG AAGGGCGGCA CTCGACAGGT

     1981 GGCATGGATG AATTGTATAA GTAGgctccg catcggccgc tgtcatcaga tcgccatctc

     2041 gcgcccgtgc ctctgacttc taagtccaat tactcttcaa catccctaca tgctctttct

     2101 ccctgtgctc ccacccccta tttttgttat tatcaaaaaa cttctcttaa tttctttgtt

     2161 ttttagcttc ttttaagtca cctctaacaa tgaaattgtg tagattcaaa aatagaatta

     2221 attcgtaata aaaagtcgaa aaaaattgtg ctccctcccc ccattaataa taattctatc

     2281 ccaaaatcta cacaatgttc tgtgtacact tcttatgttt tttacttctg ataaattttt

     2341 ttgaaacatc atagaaaaaa ccgcacacaG GGCCCCCCCT CGAGGGGAGA AAATGCGGAG

     2401 AGAAGAACCC AGCATCTTAA TAAAATTATA TAATTTTGAA TAAAATCAAA TTAAAAATAA

     2461 GATTAATTGA AACACAACAA TAGAATGCAG AAAATTACTC ATAAGAAATA ATTTATTTTG

     2521 AAAGAAGTTG TGTCGATTTA CGATAAAAAC TACACGCAAA CGAGGCTCCG CGTTTACACC

     2581 GTTTGGCAAT GGAGCGCGCT TGCTATTAGA TTTTAGGCCA GCTCAACGAA AGTTTAATTT

     2641 ATTTTTCTTC TTTTTTTCCA TTTTTTTGAG TAAAATATCG AATTTTTTGT ATTAATTCTG

     2701 TAAATTTTAT AATTTGCAAC TATTTTGGCG TATTCTGCTT GTTTTTATCA GCGAATTTTT

     2761 ATGCATTTCA GTCAAAAGTT TGAGCAGGAA AAATGACATT TAGGACTTTG TAAAATTGTA

     2821 TTCTTAAATT TGCTTGAAAA CCTACGTGTA CAATTGATTT TATTGAATTT TTCTTACGTT

     2881 TCCCGTTGTA TCTTATTGTA TTTAACTTTC ATCATAAAAT AATTTATTTC CAGGTAAAAT

     2941 ATCCGACGCT CTCGTGGATC CCCGGGATTG GCTCAGAAAA AAAGGTACCG ACCATGACCG

     3001 AGTACAAGCC CACGGTGCGC CTCGCCACCC GCGACGACGT CCCCAGGGCC GTACGCACCC

     3061 TCGCCGCCGC GTTCGCCGAC TACCCCGCCA CGCGCCACAC CGTCGATCCG GACCGCCACA

     3121 TCGAGCGGGT CACCGAGCTG CAAGAACTCT TCCTCACGCG CGTCGGGCTC GACATCGGCA

     3181 AGGTGTGGGT CGGTAAGTTT AAACATATAT ATACTAACTA ACCCTGATTA TTTAAATTTT

     3241 CAGCGGACGA CGGCGCCGCG GTGGCGGTCT GGACCACGCC GGAGAGCGTC GAAGCGGGGG

     3301 CGGTGTTCGC CGAGATCGGC CCGCGCATGG CCGAGTTGAG CGGTTCCCGG CTGGCCGCGC

     3361 AGCAACAGAT GGAAGGCCTC CTGGCGCCGC ACCGGCCCAA GGAGCCCGCG TGGTTCCTGG

     3421 CCACCGTCGG CGTCTCGCCC GACGTAAGTT TAAACATGAT TTTACTAACT AACTAATCTG

     3481 ATTTAAATTT TCAGCACCAG GGCAAGGGTC TGGGCAGCGC CGTCGTGCTC CCCGGAGTGG

     3541 AGGCGGCCGA GCGCGCCGGG GTGCCCGCCT TCCTGGAGAC CTCCGCGCCC CGCAACCTCC

     3601 CCTTCTACGA GCGGCTCGGC TTCACCGTCA CCGCCGACGT CGAGgTGCCC GAAGGACCGC

     3661 GCACCTGGTG CATGACCCGC AAGCCCGGTG CCTGATGAGC TAGCCGGCCA TACAAGTAAT

     3721 CCGGATGATC GACGCCAACG TCGTTGAATT TTCAAATTTT AAATACTGAA TATTTGTTTT

     3781 TTTTCCTATT ATTTATTTAT TCTCTTTGTG TTTTTTTTCT TGCTTTCTAA AAAATTAATT

     3841 CAATCCAAAT CTAAACATTT TTTTTTCTCT TTCCGTCTCC CAATTCGTAT TCCGCTCCTC

     3901 TCATCTGAAC ACAATGTGCA AGTTTATTTA TCTTCTCGCT TTCATTTCAT TAGGACGTGG

     3961 GGGGAATTGG TGGAAGGGGG AAACACACAA AAGGATGATG GAAATGAAAT AAGGACACAC

     4021 AATATGCAAC AACATTCAAT TCAGAAATAT GGAGGAAGGT TTAAAAGAAA ACATAAAAAT

     4081 ATATAGAGGA GGAAGGAAAA CTAGTTCTAG AGCGGCCGCC ACCGCGGTGG AGCTCCCATA

     4141 TGGTGCACTC TCAGTGCAAT CTGCTCTGAT GCCGCATAGT TAAGCCAGCC CCGACACCCG

     4201 CCAACACCCG CTGACGCGCC CTGACGGGCT TGTCTGCTCC CGGCATCCGC TTACAGACAA

     4261 GCTGTGACCG TCTCCGGGAG CTGCATGTGT CAGAGGTTTT CACCGTCATC ACCGAAACGC

     4321 GCGAGACGAA AGGGCCTCGT GATACGCCTA TTTTTATAGG TTAATGTCAT GATAATAATG

     4381 GTTTCTTAGA CGTCAGGTGG CACTTTTCGG GGAAATGTGC GCGGAACCCC TATTTGTTTA

     4441 TTTTTCTAAA TACATTCAAA TATGTATCCG CTCATGAGAC AATAACCCTG ATAAATGCTT

     4501 CAATAATATT GAAAAAGGAA GAGTATGAGT ATTCAACATT TCCGTGTCGC CCTTATTCCC

     4561 TTTTTTGCGG CATTTTGCCT TCCTGTTTTT GCTCACCCAG AAACGCTGGT GAAAGTAAAA

     4621 GATGCTGAAG ATCAGTTGGG TGCACGAGTG GGTTACATCG AACTGGATCT CAACAGCGGT

     4681 AAGATCCTTG AGAGTTTTCG CCCCGAAGAA CGTTTTCCAA TGATGAGCAC TTTTAAAGTT

     4741 CTGCTATGTG GCGCGGTATT ATCCCGTATT GACGCCGGGC AAGAGCAACT CGGTCGCCGC

     4801 ATACACTATT CTCAGAATGA CTTGGTTGAG TACTCACCAG TCACAGAAAA GCATCTTACG

     4861 GATGGCATGA CAGTAAGAGA ATTATGCAGT GCTGCCATAA CCATGAGTGA TAACACTGCG

     4921 GCCAACTTAC TTCTGACAAC GATCGGAGGA CCGAAGGAGC TAACCGCTTT TTTGCACAAC

     4981 ATGGGGGATC ATGTAACTCG CCTTGATCGT TGGGAACCGG AGCTGAATGA AGCCATACCA

     5041 AACGACGAGC GTGACACCAC GATGCCTGTA GCAATGGCAA CAACGTTGCG CAAACTATTA

     5101 ACTGGCGAAC TACTTACTCT AGCTTCCCGG CAACAATTAA TAGACTGGAT GGAGGCGGAT

     5161 AAAGTTGCAG GACCACTTCT GCGCTCGGCC CTTCCGGCTG GCTGGTTTAT TGCTGATAAA

     5221 TCTGGAGCCG GTGAGCGTGG GTCTCGCGGT ATCATTGCAG CACTGGGGCC AGATGGTAAG

     5281 CCCTCCCGTA TCGTAGTTAT CTACACGACG GGGAGTCAGG CAACTATGGA TGAACGAAAT

     5341 AGACAGATCG CTGAGATAGG TGCCTCACTG ATTAAGCATT GGTAACTGTC AGACCAAGTT

     5401 TACTCATATA TACTTTAGAT TGATTTAAAA CTTCATTTTT AATTTAAAAG GATCTAGGTG

     5461 AAGATCCTTT TTGATAATCT CATGACCAAA ATCCCTTAAC GTGAGTTTTC GTTCCACTGA

     5521 GCGTCAGACC CCGTAGAAAA GATCAAAGGA TCTTCTTGAG ATCCTTTTTT TCTGCGCGTA

     5581 ATCTGCTGCT TGCAAACAAA AAAACCACCG CTACCAGCGG TGGTTTGTTT GCCGGATCAA

     5641 GAGCTACCAA CTCTTTTTCC GAAGGTAACT GGCTTCAGCA GAGCGCAGAT ACCAAATACT

     5701 GTCCTTCTAG TGTAGCCGTA GTTAGGCCAC CACTTCAAGA ACTCTGTAGC ACCGCCTACA

     5761 TACCTCGCTC TGCTAATCCT GTTACCAGTG GCTGCTGCCA GTGGCGATAA GTCGTGTCTT

     5821 ACCGGGTTGG ACTCAAGACG ATAGTTACCG GATAAGGCGC AGCGGTCGGG CTGAACGGGG

     5881 GGTTCGTGCA CACAGCCCAG CTTGGAGCGA ACGACCTACA CCGAACTGAG ATACCTACAG

     5941 CGTGAGCTAT GAGAAAGCGC CACGCTTCCC GAAGGGAGAA AGGCGGACAG GTATCCGGTA

     6001 AGCGGCAGGG TCGGAACAGG AGAGCGCACG AGGGAGCTTC CAGGGGGAAA CGCCTGGTAT

     6061 CTTTATAGTC CTGTCGGGTT TCGCCACCTC TGACTTGAGC GTCGATTTTT GTGATGCTCG

     6121 TCAGGGGGGC GGAGCCTATG GAAAAACGCC AGCAACGCGG CCTTTTTACG GTTCCTGGTC

     6181 TTTTGCTGGC CTTTTGCTCA CATGTTCTTT CCTGCGTTAT CCCCTGATTC TGTGGATAAC

     6241 CGTATTACCG CCTTTGAGTG AGCTGATACC AGCGGATAAC AATTTCACAC AGGAAACAGC

     6301 TATGACCATG ATTACGCCAA GCTATCAACT TTGTATAGAA AAGTTGAACG AGAAACGTAA

     6361 AATGATATAA ATATCAATAT ATTAAATTAG ATTTTGCATA AAAAACAGAC TACATAATAC

     6421 TGTAAAACAC AACATATCCA GTCACTATGG TCGACCTGCA GACTGGCTGT GTATAAGGGA

     6481 GCCTGACATT TATATTCCCC AGAACATCAG GTTAATGGCG TTTTTGATGT CATTTTCGCG

     6541 GTGGCTGAGA TCAGCCACTT CTTCCCCGAT AACGGAGACC GGCACACTGG CCATATCGGT

     6601 GGTCATCATG CGCCAGCTTT CATCCCCGAT ATGCACCACC GGGTAAAGTT CACGGGGGAC

     6661 TTTATCTGAC AGCAGACGTG CACTGGCCAG GGGGATCACC ATCCGTCGCC CGGGCGTGTC

     6721 AATAATATCA CTCTGTACAT CCACAAACAG ACGATAACGG CTCTCTCTTT TATAGGTGTA

     6781 AACCTTAAAC TGCATTTCAC CAGCCCCTGT TCTCGTCGGC AAAAGAGCCG TTCATTTCAA

     6841 TAAACCGGGC GACCTCAGCC ATCCCTTCCT GATTTTCCGC TTTCCAGCGT TCGGCACGCA

     6901 GACGACGGGC TTCATTCTGC ATGGTTGTGC TTACCGAACC GGAGATATTG ACATCATATA

     6961 TGCCTTGAGC AACTGATAGC TGTCGCTGTC AACTGTCACT GTAATACGCT GCTTCATAGC

     7021 ATACCTCTTT TTGACATACT TCGGGTATAC ATATCAGTAT ATATTCTTAT ACCGCAAAAA

     7081 TCAGCGCGCA AATACGCATA CTGTTATCTG GCTTTTAGTA AGCCGGATCC TCTAGATTAC

     7141 GCCCCGCCCT GCCACTCATC GCAGTACTGT TGTAATTCAT TAAGCATTCT GCCGACATGG

     7201 AAGCCATCAC AAACGGCATG ATGAACCTGA ATCGCCAGCG GCATCAGCAC CTTGTCGCCT

     7261 TGCGTATAAT ATTTGCCCAT GGTGAAAACG GGGGCGAAGA AGTTGTCCAT ATTGGCCACG

     7321 TTTAAATCAA AACTGGTGAA ACTCACCCAG GGATTGGCTG AGACGAAAAA CATATTCTCA

     7381 ATAAACCCTT TAGGGAAATA GGCCAGGTTT TCACCGTAAC ACGCCACATC TTGCGAATAT

     7441 ATGTGTAGAA ACTGCCGGAA ATCGTCGTGG TATTCACTCC AGAGCGATGA AAACGTTTCA

     7501 GTTTGCTCAT GGAAAACGGT GTAACAAGGG TGAACACTAT CCCATATCAC CAGCTCACCG

     7561 TCTTTCATTG CCATACGGAA TTCCGGATGA GCATTCATCA GGCGGGCAAG AATGTGAATA

     7621 AAGGCCGGAT AAAACTTGTG CTTATTTTTC TTTACGGTCT TTAAAAAGGC CGTAATATCC

     7681 AGCTGAACGG TCTGGTTATA GGTACATTGA GCAACTGACT GAAATGCCTC AAAATGTTCT

     7741 TTACGATGCC ATTGGGATAT ATCAACGGTG GTATATCCAG TGATTTTTTT CTCCATTTTA

     7801 GCTTCCTTAG CTCCTGAAAA TCTCGACGGA TCCTAACTCA AAATCCACAC ATTATACGAG

     7861 CCGGAAGCAT AAAGTGTAAA GCCTGGGGGT GCCTAATGCG GCCGCCATAG TGACTGGATA

     7921 TGTTGTGTTT TACAGTATTA TGTAGTCTGT TTTTTATGCA AAATCTAATT TAATATATTG

     7981 ATATTTATAT CATTTTACGT TTCTCGTTCA ACTTTATTAT ACATAGTTGA TAATTCACTG

     8041 GCCGTCGTTT TACAACGTCG TGACTGGGAA AACCCTGGCG TTACCCAACT TAA

//

pBCN24

LOCUS       pBCN24                  5972 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     promoter        <169..745

                     /label=Prpl-28

     primer_bind     752..770

                     /note="Primer: CGGGATTGGCTCAGAAAAAATGACTG"

                     /note="Number of mismatches: 0"

                     /note="Primer binding region: 1479..1504"

                     /label=wGFPpPD129-F

     CDS             783..1577

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="G418 Resistance"

     3'UTR           1601..1983

                     /label=let-858_3pflank

     primer_bind     complement(2107..2126)

                     /label=pCG150speI-seqR

     promoter        2334..2362

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             2404..3264

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      3419..4038

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_recomb     4228..4328

                     /label="attR1"

                     /label="attR4"

     CDS             complement(4369..4674)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(5016..5675)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(5785..5885)

                     /label="attR3"

                     /label="attR3"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCCCCCTC GAGGGGAGAA

      181 AATGCGGAGA GAAGAACCCA GCATCTTAAT AAAATTATAT AATTTTGAAT AAAATCAAAT

      241 TAAAAATAAG ATTAATTGAA ACACAACAAT AGAATGCAGA AAATTACTCA TAAGAAATAA

      301 TTTATTTTGA AAGAAGTTGT GTCGATTTAC GATAAAAACT ACACGCAAAC GAGGCTCCGC

      361 GTTTACACCG TTTGGCAATG GAGCGCGCTT GCTATTAGAT TTTAGGCCAG CTCAACGAAA

      421 GTTTAATTTA TTTTTCTTCT TTTTTTCCAT TTTTTTGAGT AAAATATCGA ATTTTTTGTA

      481 TTAATTCTGT AAATTTTATA ATTTGCAACT ATTTTGGCGT ATTCTGCTTG TTTTTATCAG

      541 CGAATTTTTA TGCATTTCAG TCAAAAGTTT GAGCAGGAAA AATGACATTT AGGACTTTGT

      601 AAAATTGTAT TCTTAAATTT GCTTGAAAAC CTACGTGTAC AATTGATTTT ATTGAATTTT

      661 TCTTACGTTT CCCGTTGTAT CTTATTGTAT TTAACTTTCA TCATAAAATA ATTTATTTCC

      721 AGGTAAAATA TCCGACGCTC TCGTGGATCC CCGGGATTGG CTCAGAAAAA AAGGTACCGA

      781 CCATGATTGA ACAAGATGGA TTGCACGCAG GTTCTCCGGC CGCTTGGGTG GAGAGGCTAT

      841 TCGGCTATGA CTGGGCACAA CAGACAATCG GCTGCTCTGA TGCCGCCGTG TTCCGGCTGT

      901 CAGCGCAGGG GCGCCCGGTT CTTTTTGTCA AGACCGACCT GTCCGGTGCC CTGAATGAAC

      961 TGCAAGACGA GGCAGCGCGG CTATCGTGGC TGGCCACGAC GGGCGTTCCT TGCGCAGCTG

     1021 TGCTCGACGT TGTCACTGAA GCGGGAAGGG ACTGGCTGCT ATTGGGCGAA GTGCCGGGGC

     1081 AGGATCTCCT GTCATCTCAC CTTGCTCCTG CCGAGAAAGT ATCCATCATG GCTGATGCAA

     1141 TGCGGCGGCT GCATACGCTT GATCCGGCTA CCTGCCCATT CGACCACCAA GCGAAACATC

     1201 GCATCGAGCG AGCACGTACT CGGATGGAAG CCGGTCTTGT CGATCAGGAT GATCTGGACG

     1261 AAGAGCATCA GGGGCTCGCG CCAGCCGAAC TGTTCGCCAG GCTCAAGGCG AGCATGCCCG

     1321 ACGGCGAGGA TCTCGTCGTG ACCCATGGCG ATGCCTGCTT GCCGAATATC ATGGTGGAAA

     1381 ATGGCCGCTT TTCTGGATTC ATCGACTGTG GCCGGCTGGG TGTGGCGGAC CGCTATCAGG

     1441 ACATAGCGTT GGCTACCCGT GATATTGCTG AAGAGCTTGG CGGCGAATGG GCTGACCGCT

     1501 TCCTCGTGCT TTACGGTATC GCCGCTCCCG ATTCGCAGCG CATCGCCTTC TATCGCCTTC

     1561 TTGACGAGTT CTTCTGAGCT AGCCGGCCAT ACAAGTAATC CGGATGATCG ACGCCAACGT

     1621 CGTTGAATTT TCAAATTTTA AATACTGAAT ATTTGTTTTT TTTCCTATTA TTTATTTATT

     1681 CTCTTTGTGT TTTTTTTCTT GCTTTCTAAA AAATTAATTC AATCCAAATC TAAACATTTT

     1741 TTTTTCTCTT TCCGTCTCCC AATTCGTATT CCGCTCCTCT CATCTGAACA CAATGTGCAA

     1801 GTTTATTTAT CTTCTCGCTT TCATTTCATT AGGACGTGGG GGGAATTGGT GGAAGGGGGA

     1861 AACACACAAA AGGATGATGG AAATGAAATA AGGACACACA ATATGCAACA ACATTCAATT

     1921 CAGAAATATG GAGGAAGGTT TAAAAGAAAA CATAAAAATA TATAGAGGAG GAAGGAAAAC

     1981 TAGTTCTAGA GCGGCCGCCA CCGCGGTGGA GCTCCCATAT GGTGCACTCT CAGTGCAATC

     2041 TGCTCTGATG CCGCATAGTT AAGCCAGCCC CGACACCCGC CAACACCCGC TGACGCGCCC

     2101 TGACGGGCTT GTCTGCTCCC GGCATCCGCT TACAGACAAG CTGTGACCGT CTCCGGGAGC

     2161 TGCATGTGTC AGAGGTTTTC ACCGTCATCA CCGAAACGCG CGAGACGAAA GGGCCTCGTG

     2221 ATACGCCTAT TTTTATAGGT TAATGTCATG ATAATAATGG TTTCTTAGAC GTCAGGTGGC

     2281 ACTTTTCGGG GAAATGTGCG CGGAACCCCT ATTTGTTTAT TTTTCTAAAT ACATTCAAAT

     2341 ATGTATCCGC TCATGAGACA ATAACCCTGA TAAATGCTTC AATAATATTG AAAAAGGAAG

     2401 AGTATGAGTA TTCAACATTT CCGTGTCGCC CTTATTCCCT TTTTTGCGGC ATTTTGCCTT

     2461 CCTGTTTTTG CTCACCCAGA AACGCTGGTG AAAGTAAAAG ATGCTGAAGA TCAGTTGGGT

     2521 GCACGAGTGG GTTACATCGA ACTGGATCTC AACAGCGGTA AGATCCTTGA GAGTTTTCGC

     2581 CCCGAAGAAC GTTTTCCAAT GATGAGCACT TTTAAAGTTC TGCTATGTGG CGCGGTATTA

     2641 TCCCGTATTG ACGCCGGGCA AGAGCAACTC GGTCGCCGCA TACACTATTC TCAGAATGAC

     2701 TTGGTTGAGT ACTCACCAGT CACAGAAAAG CATCTTACGG ATGGCATGAC AGTAAGAGAA

     2761 TTATGCAGTG CTGCCATAAC CATGAGTGAT AACACTGCGG CCAACTTACT TCTGACAACG

     2821 ATCGGAGGAC CGAAGGAGCT AACCGCTTTT TTGCACAACA TGGGGGATCA TGTAACTCGC

     2881 CTTGATCGTT GGGAACCGGA GCTGAATGAA GCCATACCAA ACGACGAGCG TGACACCACG

     2941 ATGCCTGTAG CAATGGCAAC AACGTTGCGC AAACTATTAA CTGGCGAACT ACTTACTCTA

     3001 GCTTCCCGGC AACAATTAAT AGACTGGATG GAGGCGGATA AAGTTGCAGG ACCACTTCTG

     3061 CGCTCGGCCC TTCCGGCTGG CTGGTTTATT GCTGATAAAT CTGGAGCCGG TGAGCGTGGG

     3121 TCTCGCGGTA TCATTGCAGC ACTGGGGCCA GATGGTAAGC CCTCCCGTAT CGTAGTTATC

     3181 TACACGACGG GGAGTCAGGC AACTATGGAT GAACGAAATA GACAGATCGC TGAGATAGGT

     3241 GCCTCACTGA TTAAGCATTG GTAACTGTCA GACCAAGTTT ACTCATATAT ACTTTAGATT

     3301 GATTTAAAAC TTCATTTTTA ATTTAAAAGG ATCTAGGTGA AGATCCTTTT TGATAATCTC

     3361 ATGACCAAAA TCCCTTAACG TGAGTTTTCG TTCCACTGAG CGTCAGACCC CGTAGAAAAG

     3421 ATCAAAGGAT CTTCTTGAGA TCCTTTTTTT CTGCGCGTAA TCTGCTGCTT GCAAACAAAA

     3481 AAACCACCGC TACCAGCGGT GGTTTGTTTG CCGGATCAAG AGCTACCAAC TCTTTTTCCG

     3541 AAGGTAACTG GCTTCAGCAG AGCGCAGATA CCAAATACTG TCCTTCTAGT GTAGCCGTAG

     3601 TTAGGCCACC ACTTCAAGAA CTCTGTAGCA CCGCCTACAT ACCTCGCTCT GCTAATCCTG

     3661 TTACCAGTGG CTGCTGCCAG TGGCGATAAG TCGTGTCTTA CCGGGTTGGA CTCAAGACGA

     3721 TAGTTACCGG ATAAGGCGCA GCGGTCGGGC TGAACGGGGG GTTCGTGCAC ACAGCCCAGC

     3781 TTGGAGCGAA CGACCTACAC CGAACTGAGA TACCTACAGC GTGAGCTATG AGAAAGCGCC

     3841 ACGCTTCCCG AAGGGAGAAA GGCGGACAGG TATCCGGTAA GCGGCAGGGT CGGAACAGGA

     3901 GAGCGCACGA GGGAGCTTCC AGGGGGAAAC GCCTGGTATC TTTATAGTCC TGTCGGGTTT

     3961 CGCCACCTCT GACTTGAGCG TCGATTTTTG TGATGCTCGT CAGGGGGGCG GAGCCTATGG

     4021 AAAAACGCCA GCAACGCGGC CTTTTTACGG TTCCTGGTCT TTTGCTGGCC TTTTGCTCAC

     4081 ATGTTCTTTC CTGCGTTATC CCCTGATTCT GTGGATAACC GTATTACCGC CTTTGAGTGA

     4141 GCTGATACCA GCGGATAACA ATTTCACACA GGAAACAGCT ATGACCATGA TTACGCCAAG

     4201 CTATCAACTT TGTATAGAAA AGTTGAACGA GAAACGTAAA ATGATATAAA TATCAATATA

     4261 TTAAATTAGA TTTTGCATAA AAAACAGACT ACATAATACT GTAAAACACA ACATATCCAG

     4321 TCACTATGGT CGACCTGCAG ACTGGCTGTG TATAAGGGAG CCTGACATTT ATATTCCCCA

     4381 GAACATCAGG TTAATGGCGT TTTTGATGTC ATTTTCGCGG TGGCTGAGAT CAGCCACTTC

     4441 TTCCCCGATA ACGGAGACCG GCACACTGGC CATATCGGTG GTCATCATGC GCCAGCTTTC

     4501 ATCCCCGATA TGCACCACCG GGTAAAGTTC ACGGGGGACT TTATCTGACA GCAGACGTGC

     4561 ACTGGCCAGG GGGATCACCA TCCGTCGCCC GGGCGTGTCA ATAATATCAC TCTGTACATC

     4621 CACAAACAGA CGATAACGGC TCTCTCTTTT ATAGGTGTAA ACCTTAAACT GCATTTCACC

     4681 AGCCCCTGTT CTCGTCGGCA AAAGAGCCGT TCATTTCAAT AAACCGGGCG ACCTCAGCCA

     4741 TCCCTTCCTG ATTTTCCGCT TTCCAGCGTT CGGCACGCAG ACGACGGGCT TCATTCTGCA

     4801 TGGTTGTGCT TACCGAACCG GAGATATTGA CATCATATAT GCCTTGAGCA ACTGATAGCT

     4861 GTCGCTGTCA ACTGTCACTG TAATACGCTG CTTCATAGCA TACCTCTTTT TGACATACTT

     4921 CGGGTATACA TATCAGTATA TATTCTTATA CCGCAAAAAT CAGCGCGCAA ATACGCATAC

     4981 TGTTATCTGG CTTTTAGTAA GCCGGATCCT CTAGATTACG CCCCGCCCTG CCACTCATCG

     5041 CAGTACTGTT GTAATTCATT AAGCATTCTG CCGACATGGA AGCCATCACA AACGGCATGA

     5101 TGAACCTGAA TCGCCAGCGG CATCAGCACC TTGTCGCCTT GCGTATAATA TTTGCCCATG

     5161 GTGAAAACGG GGGCGAAGAA GTTGTCCATA TTGGCCACGT TTAAATCAAA ACTGGTGAAA

     5221 CTCACCCAGG GATTGGCTGA GACGAAAAAC ATATTCTCAA TAAACCCTTT AGGGAAATAG

     5281 GCCAGGTTTT CACCGTAACA CGCCACATCT TGCGAATATA TGTGTAGAAA CTGCCGGAAA

     5341 TCGTCGTGGT ATTCACTCCA GAGCGATGAA AACGTTTCAG TTTGCTCATG GAAAACGGTG

     5401 TAACAAGGGT GAACACTATC CCATATCACC AGCTCACCGT CTTTCATTGC CATACGGAAT

     5461 TCCGGATGAG CATTCATCAG GCGGGCAAGA ATGTGAATAA AGGCCGGATA AAACTTGTGC

     5521 TTATTTTTCT TTACGGTCTT TAAAAAGGCC GTAATATCCA GCTGAACGGT CTGGTTATAG

     5581 GTACATTGAG CAACTGACTG AAATGCCTCA AAATGTTCTT TACGATGCCA TTGGGATATA

     5641 TCAACGGTGG TATATCCAGT GATTTTTTTC TCCATTTTAG CTTCCTTAGC TCCTGAAAAT

     5701 CTCGACGGAT CCTAACTCAA AATCCACACA TTATACGAGC CGGAAGCATA AAGTGTAAAG

     5761 CCTGGGGGTG CCTAATGCGG CCGCCATAGT GACTGGATAT GTTGTGTTTT ACAGTATTAT

     5821 GTAGTCTGTT TTTTATGCAA AATCTAATTT AATATATTGA TATTTATATC ATTTTACGTT

     5881 TCTCGTTCAA CTTTATTATA CATAGTTGAT AATTCACTGG CCGTCGTTTT ACAACGTCGT

     5941 GACTGGGAAA ACCCTGGCGT TACCCAACTT AA

//

pBCN25

LOCUS       pBCN25                  5552 bp    DNA     circular UNA 05-sep-2008

DEFINITION  pDESTR4R3, Ampicillin/Chloramphenicol, Needs ccdB resistant strain

KEYWORDS    .

SOURCE      pCG150 Sequence sequence (unknown)

  ORGANISM  pCG150 Sequence sequence

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene pCG150 Sequence sequence at www.addgene.org

FEATURES             Location/Qualifiers

     primer_bind     44..62

                     /label=pCG150_44-seqF

     promoter        <169..745

                     /label=Prpl-28

     misc_feature    696..727

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     primer_bind     752..770

                     /note="Primer: CGGGATTGGCTCAGAAAAAATGACTG"

                     /note="Number of mismatches: 0"

                     /note="Primer binding region: 1479..1504"

                     /label=wGFPpPD129-F

     CDS             783..1157

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Zeocin Resistance"

     3'UTR           1181..1563

                     /label=let-858_3pflank

     misc_feature    1284..1313

                     /label="let858.3'"

                     /label="let858.3'"

     primer_bind     complement(1687..1706)

                     /label=pCG150speI-seqR

     misc_feature    1733..1755

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     promoter        1914..1942

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     CDS             1984..2844

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     rep_origin      2999..3618

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    3730..3752

                     /label="M13_pUC_rev_primer"

                     /label="M13_pUC_rev_primer"

     misc_feature    3751..3769

                     /label="M13_reverse_primer"

                     /label="M13_reverse_primer"

     misc_recomb     3808..3908

                     /label="attR1"

                     /label="attR4"

     CDS             complement(3949..4254)

                     /label="ccdB"

                     /label="ccdB"

     CDS             complement(4596..5255)

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="Orf frame 1"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF

                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV

                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     misc_recomb     complement(5365..5465)

                     /label="attR3"

                     /label="attR3"

     misc_feature    complement(5496..5512)

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_feature    complement(5505..5527)

                     /label="M13_pUC_fwd_primer"

                     /label="M13_pUC_fwd_primer"

ORIGIN

        1 TCGCCTTGCA GCACATCCCC CTTTCGCCAG CTGGCGTAAT AGCGAAGAGG CCCGCACCGA

       61 TCGCCCTTCC CAACAGTTGC GCAGCCTGAA TGGCGAATGG CGCCTGATGC GGTATTTTCT

      121 CCTTACGCAT CTGTGCGGTA TTTCACACCG CATATGCCGG GCCCCCCCTC GAGGGGAGAA

      181 AATGCGGAGA GAAGAACCCA GCATCTTAAT AAAATTATAT AATTTTGAAT AAAATCAAAT

      241 TAAAAATAAG ATTAATTGAA ACACAACAAT AGAATGCAGA AAATTACTCA TAAGAAATAA

      301 TTTATTTTGA AAGAAGTTGT GTCGATTTAC GATAAAAACT ACACGCAAAC GAGGCTCCGC

      361 GTTTACACCG TTTGGCAATG GAGCGCGCTT GCTATTAGAT TTTAGGCCAG CTCAACGAAA

      421 GTTTAATTTA TTTTTCTTCT TTTTTTCCAT TTTTTTGAGT AAAATATCGA ATTTTTTGTA

      481 TTAATTCTGT AAATTTTATA ATTTGCAACT ATTTTGGCGT ATTCTGCTTG TTTTTATCAG

      541 CGAATTTTTA TGCATTTCAG TCAAAAGTTT GAGCAGGAAA AATGACATTT AGGACTTTGT

      601 AAAATTGTAT TCTTAAATTT GCTTGAAAAC CTACGTGTAC AATTGATTTT ATTGAATTTT

      661 TCTTACGTTT CCCGTTGTAT CTTATTGTAT TTAACTTTCA TCATAAAATA ATTTATTTCC

      721 AGGTAAAATA TCCGACGCTC TCGTGGATCC CCGGGATTGG CTCAGAAAAA AAGGTACCGA

      781 CCATGGCCAA GTTGACCAGT GCCGTTCCGG TGCTCACCGC GCGCGACGTC GCCGGAGCGG

      841 TCGAGTTCTG GACCGACCGG CTCGGGTTCT CCCGGGACTT CGTGGAGGAC GACTTCGCCG

      901 GTGTGGTCCG GGACGACGTG ACCCTGTTCA TCAGCGCGGT CCAGGACCAG GTGGTGCCGG

      961 ACAACACCCT GGCCTGGGTG TGGGTGCGCG GCCTGGACGA GCTGTACGCC GAGTGGTCGG

     1021 AGGTCGTGTC CACGAACTTC CGGGACGCCT CCGGGCCGGC CATGACCGAG ATCGGCGAGC

     1081 AGCCGTGGGG GCGGGAGTTC GCCCTGCGCG ACCCGGCCGG CAACTGCGTG CACTTCGTGG

     1141 CCGAGGAGCA GGACTGAGCT AGCCGGCCAT ACAAGTAATC CGGATGATCG ACGCCAACGT

     1201 CGTTGAATTT TCAAATTTTA AATACTGAAT ATTTGTTTTT TTTCCTATTA TTTATTTATT

     1261 CTCTTTGTGT TTTTTTTCTT GCTTTCTAAA AAATTAATTC AATCCAAATC TAAACATTTT

     1321 TTTTTCTCTT TCCGTCTCCC AATTCGTATT CCGCTCCTCT CATCTGAACA CAATGTGCAA

     1381 GTTTATTTAT CTTCTCGCTT TCATTTCATT AGGACGTGGG GGGAATTGGT GGAAGGGGGA

     1441 AACACACAAA AGGATGATGG AAATGAAATA AGGACACACA ATATGCAACA ACATTCAATT

     1501 CAGAAATATG GAGGAAGGTT TAAAAGAAAA CATAAAAATA TATAGAGGAG GAAGGAAAAC

     1561 TAGTTCTAGA GCGGCCGCCA CCGCGGTGGA GCTCCCATAT GGTGCACTCT CAGTGCAATC

     1621 TGCTCTGATG CCGCATAGTT AAGCCAGCCC CGACACCCGC CAACACCCGC TGACGCGCCC

     1681 TGACGGGCTT GTCTGCTCCC GGCATCCGCT TACAGACAAG CTGTGACCGT CTCCGGGAGC

     1741 TGCATGTGTC AGAGGTTTTC ACCGTCATCA CCGAAACGCG CGAGACGAAA GGGCCTCGTG

     1801 ATACGCCTAT TTTTATAGGT TAATGTCATG ATAATAATGG TTTCTTAGAC GTCAGGTGGC

     1861 ACTTTTCGGG GAAATGTGCG CGGAACCCCT ATTTGTTTAT TTTTCTAAAT ACATTCAAAT

     1921 ATGTATCCGC TCATGAGACA ATAACCCTGA TAAATGCTTC AATAATATTG AAAAAGGAAG

     1981 AGTATGAGTA TTCAACATTT CCGTGTCGCC CTTATTCCCT TTTTTGCGGC ATTTTGCCTT

     2041 CCTGTTTTTG CTCACCCAGA AACGCTGGTG AAAGTAAAAG ATGCTGAAGA TCAGTTGGGT

     2101 GCACGAGTGG GTTACATCGA ACTGGATCTC AACAGCGGTA AGATCCTTGA GAGTTTTCGC

     2161 CCCGAAGAAC GTTTTCCAAT GATGAGCACT TTTAAAGTTC TGCTATGTGG CGCGGTATTA

     2221 TCCCGTATTG ACGCCGGGCA AGAGCAACTC GGTCGCCGCA TACACTATTC TCAGAATGAC

     2281 TTGGTTGAGT ACTCACCAGT CACAGAAAAG CATCTTACGG ATGGCATGAC AGTAAGAGAA

     2341 TTATGCAGTG CTGCCATAAC CATGAGTGAT AACACTGCGG CCAACTTACT TCTGACAACG

     2401 ATCGGAGGAC CGAAGGAGCT AACCGCTTTT TTGCACAACA TGGGGGATCA TGTAACTCGC

     2461 CTTGATCGTT GGGAACCGGA GCTGAATGAA GCCATACCAA ACGACGAGCG TGACACCACG

     2521 ATGCCTGTAG CAATGGCAAC AACGTTGCGC AAACTATTAA CTGGCGAACT ACTTACTCTA

     2581 GCTTCCCGGC AACAATTAAT AGACTGGATG GAGGCGGATA AAGTTGCAGG ACCACTTCTG

     2641 CGCTCGGCCC TTCCGGCTGG CTGGTTTATT GCTGATAAAT CTGGAGCCGG TGAGCGTGGG

     2701 TCTCGCGGTA TCATTGCAGC ACTGGGGCCA GATGGTAAGC CCTCCCGTAT CGTAGTTATC

     2761 TACACGACGG GGAGTCAGGC AACTATGGAT GAACGAAATA GACAGATCGC TGAGATAGGT

     2821 GCCTCACTGA TTAAGCATTG GTAACTGTCA GACCAAGTTT ACTCATATAT ACTTTAGATT

     2881 GATTTAAAAC TTCATTTTTA ATTTAAAAGG ATCTAGGTGA AGATCCTTTT TGATAATCTC

     2941 ATGACCAAAA TCCCTTAACG TGAGTTTTCG TTCCACTGAG CGTCAGACCC CGTAGAAAAG

     3001 ATCAAAGGAT CTTCTTGAGA TCCTTTTTTT CTGCGCGTAA TCTGCTGCTT GCAAACAAAA

     3061 AAACCACCGC TACCAGCGGT GGTTTGTTTG CCGGATCAAG AGCTACCAAC TCTTTTTCCG

     3121 AAGGTAACTG GCTTCAGCAG AGCGCAGATA CCAAATACTG TCCTTCTAGT GTAGCCGTAG

     3181 TTAGGCCACC ACTTCAAGAA CTCTGTAGCA CCGCCTACAT ACCTCGCTCT GCTAATCCTG

     3241 TTACCAGTGG CTGCTGCCAG TGGCGATAAG TCGTGTCTTA CCGGGTTGGA CTCAAGACGA

     3301 TAGTTACCGG ATAAGGCGCA GCGGTCGGGC TGAACGGGGG GTTCGTGCAC ACAGCCCAGC

     3361 TTGGAGCGAA CGACCTACAC CGAACTGAGA TACCTACAGC GTGAGCTATG AGAAAGCGCC

     3421 ACGCTTCCCG AAGGGAGAAA GGCGGACAGG TATCCGGTAA GCGGCAGGGT CGGAACAGGA

     3481 GAGCGCACGA GGGAGCTTCC AGGGGGAAAC GCCTGGTATC TTTATAGTCC TGTCGGGTTT

     3541 CGCCACCTCT GACTTGAGCG TCGATTTTTG TGATGCTCGT CAGGGGGGCG GAGCCTATGG

     3601 AAAAACGCCA GCAACGCGGC CTTTTTACGG TTCCTGGTCT TTTGCTGGCC TTTTGCTCAC

     3661 ATGTTCTTTC CTGCGTTATC CCCTGATTCT GTGGATAACC GTATTACCGC CTTTGAGTGA

     3721 GCTGATACCA GCGGATAACA ATTTCACACA GGAAACAGCT ATGACCATGA TTACGCCAAG

     3781 CTATCAACTT TGTATAGAAA AGTTGAACGA GAAACGTAAA ATGATATAAA TATCAATATA

     3841 TTAAATTAGA TTTTGCATAA AAAACAGACT ACATAATACT GTAAAACACA ACATATCCAG

     3901 TCACTATGGT CGACCTGCAG ACTGGCTGTG TATAAGGGAG CCTGACATTT ATATTCCCCA

     3961 GAACATCAGG TTAATGGCGT TTTTGATGTC ATTTTCGCGG TGGCTGAGAT CAGCCACTTC

     4021 TTCCCCGATA ACGGAGACCG GCACACTGGC CATATCGGTG GTCATCATGC GCCAGCTTTC

     4081 ATCCCCGATA TGCACCACCG GGTAAAGTTC ACGGGGGACT TTATCTGACA GCAGACGTGC

     4141 ACTGGCCAGG GGGATCACCA TCCGTCGCCC GGGCGTGTCA ATAATATCAC TCTGTACATC

     4201 CACAAACAGA CGATAACGGC TCTCTCTTTT ATAGGTGTAA ACCTTAAACT GCATTTCACC

     4261 AGCCCCTGTT CTCGTCGGCA AAAGAGCCGT TCATTTCAAT AAACCGGGCG ACCTCAGCCA

     4321 TCCCTTCCTG ATTTTCCGCT TTCCAGCGTT CGGCACGCAG ACGACGGGCT TCATTCTGCA

     4381 TGGTTGTGCT TACCGAACCG GAGATATTGA CATCATATAT GCCTTGAGCA ACTGATAGCT

     4441 GTCGCTGTCA ACTGTCACTG TAATACGCTG CTTCATAGCA TACCTCTTTT TGACATACTT

     4501 CGGGTATACA TATCAGTATA TATTCTTATA CCGCAAAAAT CAGCGCGCAA ATACGCATAC

     4561 TGTTATCTGG CTTTTAGTAA GCCGGATCCT CTAGATTACG CCCCGCCCTG CCACTCATCG

     4621 CAGTACTGTT GTAATTCATT AAGCATTCTG CCGACATGGA AGCCATCACA AACGGCATGA

     4681 TGAACCTGAA TCGCCAGCGG CATCAGCACC TTGTCGCCTT GCGTATAATA TTTGCCCATG

     4741 GTGAAAACGG GGGCGAAGAA GTTGTCCATA TTGGCCACGT TTAAATCAAA ACTGGTGAAA

     4801 CTCACCCAGG GATTGGCTGA GACGAAAAAC ATATTCTCAA TAAACCCTTT AGGGAAATAG

     4861 GCCAGGTTTT CACCGTAACA CGCCACATCT TGCGAATATA TGTGTAGAAA CTGCCGGAAA

     4921 TCGTCGTGGT ATTCACTCCA GAGCGATGAA AACGTTTCAG TTTGCTCATG GAAAACGGTG

     4981 TAACAAGGGT GAACACTATC CCATATCACC AGCTCACCGT CTTTCATTGC CATACGGAAT

     5041 TCCGGATGAG CATTCATCAG GCGGGCAAGA ATGTGAATAA AGGCCGGATA AAACTTGTGC

     5101 TTATTTTTCT TTACGGTCTT TAAAAAGGCC GTAATATCCA GCTGAACGGT CTGGTTATAG

     5161 GTACATTGAG CAACTGACTG AAATGCCTCA AAATGTTCTT TACGATGCCA TTGGGATATA

     5221 TCAACGGTGG TATATCCAGT GATTTTTTTC TCCATTTTAG CTTCCTTAGC TCCTGAAAAT

     5281 CTCGACGGAT CCTAACTCAA AATCCACACA TTATACGAGC CGGAAGCATA AAGTGTAAAG

     5341 CCTGGGGGTG CCTAATGCGG CCGCCATAGT GACTGGATAT GTTGTGTTTT ACAGTATTAT

     5401 GTAGTCTGTT TTTTATGCAA AATCTAATTT AATATATTGA TATTTATATC ATTTTACGTT

     5461 TCTCGTTCAA CTTTATTATA CATAGTTGAT AATTCACTGG CCGTCGTTTT ACAACGTCGT

     5521 GACTGGGAAA ACCCTGGCGT TACCCAACTT AA

//

pBCN27

LOCUS       pBCN27                 10813 bp    DNA     circular SYN 29-Oct-2008

DEFINITION  pCFJ150 - pDESTttTi5605[R4-R3] Sequence

ACCESSION   

KEYWORDS    

FEATURES             Location/Qualifiers

     rep_origin      complement(131..750)

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     CDS             complement(905..1765)

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="ORF frame 2"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW*"

                     /label="Ampicillin"

     promoter        complement(1807..1835)

                     /label="AmpR_promoter"

                     /label="AmpR_promoter"

     misc_feature    complement(1994..2016)

                     /label="pGEX_3_primer"

                     /label="pGEX_3_primer"

     misc_recomb     complement(2349..3776)

                     /label="ttTi5605 right recomb"

     3'UTR           complement(3789..4171)

                     /label=let-858_3pflank

     misc_feature    complement(4039..4068)

                     /label="let858.3'"

                     /label="let858.3'"

     CDS             complement(join(4199..4401,4453..4652,4704..4902))

                     /note="originates from puro-kpn_pcr_KpnI"

                     /label="Puromycin Resistance"

     intron          complement(4402..4452)

                     /label=SynIVS.T

     intron          complement(4653..4703)

                     /label=SynIVS.R

     primer_bind     complement(4915..4933)

                     /note="Primer: CGGGATTGGCTCAGAAAAAATGACTG"

                     /note="Number of mismatches: 0"

                     /note="Primer binding region: 1479..1504"

                     /label=wGFPpPD129-F

     promoter        complement(4940..5512)

                     /label=Prpl-28

     misc_feature    complement(4958..4989)

                     /label="rpl28.5'"

                     /label="rpl28.5'"

     misc_feature    5519..5535

                     /label="M13_forward20_primer"

                     /label="M13_forward20_primer"

     misc_recomb     5566..5666

                     /label="attR1"

                     /label="attR3"

     promoter        5692..5715

                     /label="lac_promoter"

                     /label="lac_promoter"

     CDS             5776..6435

                     /label="CAT/CamR"

                     /gene="CAT/CamR"

                     /note="ORF frame 2"

                     /translation="MEKKITGYTTVDISQWHRKEHFEAFQSVAQCTYNQTVQLDITAF
                     LKTVKKNKHKFYPAFIHILARLMNAHPEFRMAMKDGELVIWDSVHPCYTVFHEQTETF

                     SSLWSEYHDDFRQFLHIYSQDVACYGENLAYFPKGFIENMFFVSANPWVSFTSFDLNV
                     ANMDNFFAPVFTMGKYYTQGDKVLMPLAIQVHHAVCDGFHVGRMLNELQQYCDEWQGG

                     A*"

                     /label="CAT/CamR"

     CDS             6777..7082

                     /label="ccdB"

                     /label="ccdB"

     misc_recomb     complement(7123..7218)

                     /label="attR1"

                     /label="attR4"

     3'UTR           complement(7354..7637)

                     /label=cb-unc-119_3p_flank

     CDS             complement(7638..8483)

                     /label=cb-unc-119

     promoter        complement(8484..9471)

                     /label=cb-unc-119_5p_flank

     misc_recomb     complement(9472..10807)

                     /label="ttTi5605 left recomb"

ORIGIN

        1 TGTGAAATTG TTATCCGCTG GTATCAGCTC ACTCAAAGGC GGTAATACGG TTATCCACAG

       61 AATCAGGGGA TAACGCAGGA AAGAACATGT GAGCAAAAGG CCAGCAAAAG ACCAGGAACC

      121 GTAAAAAGGC CGCGTTGCTG GCGTTTTTCC ATAGGCTCCG CCCCCCTGAC GAGCATCACA

      181 AAAATCGACG CTCAAGTCAG AGGTGGCGAA ACCCGACAGG ACTATAAAGA TACCAGGCGT

      241 TTCCCCCTGG AAGCTCCCTC GTGCGCTCTC CTGTTCCGAC CCTGCCGCTT ACCGGATACC

      301 TGTCCGCCTT TCTCCCTTCG GGAAGCGTGG CGCTTTCTCA TAGCTCACGC TGTAGGTATC

      361 TCAGTTCGGT GTAGGTCGTT CGCTCCAAGC TGGGCTGTGT GCACGAACCC CCCGTTCAGC

      421 CCGACCGCTG CGCCTTATCC GGTAACTATC GTCTTGAGTC CAACCCGGTA AGACACGACT

      481 TATCGCCACT GGCAGCAGCC ACTGGTAACA GGATTAGCAG AGCGAGGTAT GTAGGCGGTG

      541 CTACAGAGTT CTTGAAGTGG TGGCCTAACT ACGGCTACAC TAGAAGGACA GTATTTGGTA

      601 TCTGCGCTCT GCTGAAGCCA GTTACCTTCG GAAAAAGAGT TGGTAGCTCT TGATCCGGCA

      661 AACAAACCAC CGCTGGTAGC GGTGGTTTTT TTGTTTGCAA GCAGCAGATT ACGCGCAGAA

      721 AAAAAGGATC TCAAGAAGAT CCTTTGATCT TTTCTACGGG GTCTGACGCT CAGTGGAACG

      781 AAAACTCACG TTAAGGGATT TTGGTCATGA GATTATCAAA AAGGATCTTC ACCTAGATCC

      841 TTTTAAATTA AAAATGAAGT TTTAAATCAA TCTAAAGTAT ATATGAGTAA ACTTGGTCTG

      901 ACAGTTACCA ATGCTTAATC AGTGAGGCAC CTATCTCAGC GATCTGTCTA TTTCGTTCAT

      961 CCATAGTTGC CTGACTCCCC GTCGTGTAGA TAACTACGAT ACGGGAGGGC TTACCATCTG

     1021 GCCCCAGTGC TGCAATGATA CCGCGAGACC CACGCTCACC GGCTCCAGAT TTATCAGCAA

     1081 TAAACCAGCC AGCCGGAAGG GCCGAGCGCA GAAGTGGTCC TGCAACTTTA TCCGCCTCCA

     1141 TCCAGTCTAT TAATTGTTGC CGGGAAGCTA GAGTAAGTAG TTCGCCAGTT AATAGTTTGC

     1201 GCAACGTTGT TGCCATTGCT ACAGGCATCG TGGTGTCACG CTCGTCGTTT GGTATGGCTT

     1261 CATTCAGCTC CGGTTCCCAA CGATCAAGGC GAGTTACATG ATCCCCCATG TTGTGCAAAA

     1321 AAGCGGTTAG CTCCTTCGGT CCTCCGATCG TTGTCAGAAG TAAGTTGGCC GCAGTGTTAT

     1381 CACTCATGGT TATGGCAGCA CTGCATAATT CTCTTACTGT CATGCCATCC GTAAGATGCT

     1441 TTTCTGTGAC TGGTGAGTAC TCAACCAAGT CATTCTGAGA ATAGTGTATG CGGCGACCGA

     1501 GTTGCTCTTG CCCGGCGTCA ATACGGGATA ATACCGCGCC ACATAGCAGA ACTTTAAAAG

     1561 TGCTCATCAT TGGAAAACGT TCTTCGGGGC GAAAACTCTC AAGGATCTTA CCGCTGTTGA

     1621 GATCCAGTTC GATGTAACCC ACTCGTGCAC CCAACTGATC TTCAGCATCT TTTACTTTCA

     1681 CCAGCGTTTC TGGGTGAGCA AAAACAGGAA GGCAAAATGC CGCAAAAAAG GGAATAAGGG

     1741 CGACACGGAA ATGTTGAATA CTCATACTCT TCCTTTTTCA ATATTATTGA AGCATTTATC

     1801 AGGGTTATTG TCTCATGAGC GGATACATAT TTGAATGTAT TTAGAAAAAT AAACAAATAG

     1861 GGGTTCCGCG CACATTTCCC CGAAAAGTGC CACCTGACGT CTAAGAAACC ATTATTATCA

     1921 TGACATTAAC CTATAAAAAT AGGCGTATCA CGAGGCCCTT TCGTCTCGCG CGTTTCGGTG

     1981 ATGACGGTGA AAACCTCTGA CACATGCAGC TCCCGGAGAC GGTCACAGCT TGTCTGTAAG

     2041 CGGATGCCGG GAGCAGACAA GCCCGTCAGG GCGCGTCAGC GGGTGTTGGC GGGTGTCGGG

     2101 GCTGGCTTAA CTATGCGGCA TCAGAGCAGA TTGTACTGAG AGTGCACCAT ATGCGGTGTG

     2161 AAATACCGCA CAGATGCGTA AGGAGAAAAT ACCGCATCAG GCGCCATTCG CCATTCAGGC

     2221 TGCGCAACTG TTGGGAAGGG CGATCGGTGC GGGCCTCTTC GCTATTACGC CAGCTGGCGA

     2281 AAGGGGGATG TGCTGCAAGG CGATTAAGTT GGGTAACGCC AGGGTTTTCC CAGTCACGAC

     2341 GTCACGTGTG TTTTTGAACA CGGCGATATG TATCTGTAGA TCATCCCCAA TTTTCAACAA

     2401 TGAATCTAAA TACTGAACTT TTTGTGTAAT CTTTAGTGCA GAAAAATGAC CAAAATCAGC

     2461 GATTTTCCGA TTATACCCAA AATATCTCAG CTCAATGAGC ACCTATAAAA ATGTAAAAAT

     2521 AAAGAAAGTA GTCGAACCAT ATTTTGTAAA GGCTAAAAAA CTGAATAAAT TTTTATCCAT

     2581 CCAGCGCGGC GTTACAATCC GTGGCCCATG TCACGCACGG CTTTCAAAGA AAAAAAAACA

     2641 GTCTGTTTGC GCGACATCGA TCTGGCAAAA ATCCTAAAAA CGACTATGCG TGGCTCACTT

     2701 TATATTAATA TGAAAAATAC AAACTTGGTG GTGCAGGTGC TGCAGAGGCC ATCGATGAAG

     2761 AAGTGGAGGC CTTGTTGTCG ATCTACAAAA TTGTATGGTT GTTTGAGATT TTCCTTGAAA

     2821 CGCTCTCAAT CTTGGATATG ATATAAATTC TGGATAAGAT ATGATGGATA TGATCTATGT

     2881 TTGATAGAGT GCATTTGAAA GGATAACGGC CCTGCAGACA TTTTTGAAAA AATAACAAAC

     2941 ATTTAATTTT CTCACTCGTT TAGGCTATTC CCCTATTTTT GATATTCCTT CGCACATATG

     3001 AAAACTACTT TTTTTCGAAA CTGTTAACTC CAGAATTTAT AAATCTATAG CCCTTACTTG

     3061 ATTATTTATT ATCATGGTTA CTCACCTCAT GTCTCTTTCT CTTTTCAAGA AGTCTTCGTT

     3121 CATATCTGTT GTCTCTTTCC TCCTTTTGAA TCTCTGCTTT GCTCTTCGCC ATTGTTTCCT

     3181 GAAAATAATG TAACTTGAAT TGTGTAATAT ACTTTTTTAA TTTGAATTTG GCTTGTAACG

     3241 CGGAATCACT ACGTGCGGGA TCATTTCTTA CTAGAAAACC CAGAAAATGC CATATTTCAC

     3301 TTATCTCGGG GTCATTTCTA ATTAGAAAAG CTACAAAAAC CATTTCTAAT TACGGTGACT

     3361 TTAGAACTGG TCGAAATAGC TAATTAGAAA TGGGTTTTTG CTAATTAGAG GTGACTCTAT

     3421 GTTATCTGAG TAAGCCTCGT TTGTATGTAA ACTCACAGTA CTAATAAATG CAAGACACCC

     3481 GGGTTTGTCT AGATATGAAA TAATTGAAAT ATCAATTCTG ACAGACAATA ATGGTAATCT

     3541 TGATAAGGAG TTCCACGCCC AGGAGAACAC GTTAGTTTTC TTGTTTTTGA TTGCGTGCGT

     3601 TATTTTGGAG AAAAACTCGA TTTTTTACAA AATAATTTTT TGAAAGGAAC ACTGTTCAAT

     3661 AAGTTTTGTC TTTTTTCTCA GTTGTGATAC GGTTTTTTAT TCTTTTTTGT AGTTATACAG

     3721 AAGACCGTTA CGAAACAGAC TGATATCGAA ACAAACACTG ATCTTACTTG CACTTATAAT

     3781 ACGACTCACT AGTTTTCCTT CCTCCTCTAT ATATTTTTAT GTTTTCTTTT AAACCTTCCT

     3841 CCATATTTCT GAATTGAATG TTGTTGCATA TTGTGTGTCC TTATTTCATT TCCATCATCC

     3901 TTTTGTGTGT TTCCCCCTTC CACCAATTCC CCCCACGTCC TAATGAAATG AAAGCGAGAA

     3961 GATAAATAAA CTTGCACATT GTGTTCAGAT GAGAGGAGCG GAATACGAAT TGGGAGACGG

     4021 AAAGAGAAAA AAAAATGTTT AGATTTGGAT TGAATTAATT TTTTAGAAAG CAAGAAAAAA

     4081 AACACAAAGA GAATAAATAA ATAATAGGAA AAAAAACAAA TATTCAGTAT TTAAAATTTG

     4141 AAAATTCAAC GACGTTGGCG TCGATCATCC GGATTACTTG TATGGCCGGC TAGCTCCTCA

     4201 TCAGGCACCG GGCTTGCGGG TCATGCACCA GGTGCGCGGT CCTTCGGGCA cCTCGACGTC

     4261 GGCGGTGACG GTGAAGCCGA GCCGCTCGTA GAAGGGGAGG TTGCGGGGCG CGGAGGTCTC

     4321 CAGGAAGGCG GGCACCCCGG CGCGCTCGGC CGCCTCCACT CCGGGGAGCA CGACGGCGCT

     4381 GCCCAGACCC TTGCCCTGGT GCTGAAAATT TAAATCAGAT TAGTTAGTTA GTAAAATCAT

     4441 GTTTAAACTT ACGTCGGGCG AGACGCCGAC GGTGGCCAGG AACCACGCGG GCTCCTTGGG

     4501 CCGGTGCGGC GCCAGGAGGC CTTCCATCTG TTGCTGCGCG GCCAGCCGGG AACCGCTCAA

     4561 CTCGGCCATG CGCGGGCCGA TCTCGGCGAA CACCGCCCCC GCTTCGACGC TCTCCGGCGT

     4621 GGTCCAGACC GCCACCGCGG CGCCGTCGTC CGCTGAAAAT TTAAATAATC AGGGTTAGTT

     4681 AGTATATATA TGTTTAAACT TACCGACCCA CACCTTGCCG ATGTCGAGCC CGACGCGCGT

     4741 GAGGAAGAGT TCTTGCAGCT CGGTGACCCG CTCGATGTGG CGGTCCGGAT CGACGGTGTG

     4801 GCGCGTGGCG GGGTAGTCGG CGAACGCGGC GGCGAGGGTG CGTACGGCCC TGGGGACGTC

     4861 GTCGCGGGTG GCGAGGCGCA CCGTGGGCTT GTACTCGGTC ATGGTCGGTA CCTTTTTTTC

     4921 TGAGCCAATC CCGGGGATCC ACGAGAGCGT CGGATATTTT ACCTGGAAAT AAATTATTTT

     4981 ATGATGAAAG TTAAATACAA TAAGATACAA CGGGAAACGT AAGAAAAATT CAATAAAATC

     5041 AATTGTACAC GTAGGTTTTC AAGCAAATTT AAGAATACAA TTTTACAAAG TCCTAAATGT

     5101 CATTTTTCCT GCTCAAACTT TTGACTGAAA TGCATAAAAA TTCGCTGATA AAAACAAGCA

     5161 GAATACGCCA AAATAGTTGC AAATTATAAA ATTTACAGAA TTAATACAAA AAATTCGATA

     5221 TTTTACTCAA AAAAATGGAA AAAAAGAAGA AAAATAAATT AAACTTTCGT TGAGCTGGCC

     5281 TAAAATCTAA TAGCAAGCGC GCTCCATTGC CAAACGGTGT AAACGCGGAG CCTCGTTTGC

     5341 GTGTAGTTTT TATCGTAAAT CGACACAACT TCTTTCAAAA TAAATTATTT CTTATGAGTA

     5401 ATTTTCTGCA TTCTATTGTT GTGTTTCAAT TAATCTTATT TTTAATTTGA TTTTATTCAA

     5461 AATTATATAA TTTTATTAAG ATGCTGGGTT CTTCTCTCCG CATTTTCTCC CCTCGAGTGT

     5521 AAAACGACGG CCAGTGAATT ATCAACTATG TATAATAAAG TTGAACGAGA AACGTAAAAT

     5581 GATATAAATA TCAATATATT AAATTAGATT TTGCATAAAA AACAGACTAC ATAATACTGT

     5641 AAAACACAAC ATATCCAGTC ACTATGGCGG CCGCATTAGG CACCCCCAGG CTTTACACTT

     5701 TATGCTTCCG GCTCGTATAA TGTGTGGATT TTGAGTTAGG ATCCGTCGAG ATTTTCAGGA

     5761 GCTAAGGAAG CTAAAATGGA GAAAAAAATC ACTGGATATA CCACCGTTGA TATATCCCAA

     5821 TGGCATCGTA AAGAACATTT TGAGGCATTT CAGTCAGTTG CTCAATGTAC CTATAACCAG

     5881 ACCGTTCAGC TGGATATTAC GGCCTTTTTA AAGACCGTAA AGAAAAATAA GCACAAGTTT

     5941 TATCCGGCCT TTATTCACAT TCTTGCCCGC CTGATGAATG CTCATCCGGA ATTCCGTATG

     6001 GCAATGAAAG ACGGTGAGCT GGTGATATGG GATAGTGTTC ACCCTTGTTA CACCGTTTTC

     6061 CATGAGCAAA CTGAAACGTT TTCATCGCTC TGGAGTGAAT ACCACGACGA TTTCCGGCAG

     6121 TTTCTACACA TATATTCGCA AGATGTGGCG TGTTACGGTG AAAACCTGGC CTATTTCCCT

     6181 AAAGGGTTTA TTGAGAATAT GTTTTTCGTC TCAGCCAATC CCTGGGTGAG TTTCACCAGT

     6241 TTTGATTTAA ACGTGGCCAA TATGGACAAC TTCTTCGCCC CCGTTTTCAC CATGGGCAAA

     6301 TATTATACGC AAGGCGACAA GGTGCTGATG CCGCTGGCGA TTCAGGTTCA TCATGCCGTT

     6361 TGTGATGGCT TCCATGTCGG CAGAATGCTT AATGAATTAC AACAGTACTG CGATGAGTGG

     6421 CAGGGCGGGG CGTAATCTAG AGGATCCGGC TTACTAAAAG CCAGATAACA GTATGCGTAT

     6481 TTGCGCGCTG ATTTTTGCGG TATAAGAATA TATACTGATA TGTATACCCG AAGTATGTCA

     6541 AAAAGAGGTA TGCTATGAAG CAGCGTATTA CAGTGACAGT TGACAGCGAC AGCTATCAGT

     6601 TGCTCAAGGC ATATATGATG TCAATATCTC CGGTTCGGTA AGCACAACCA TGCAGAATGA

     6661 AGCCCGTCGT CTGCGTGCCG AACGCTGGAA AGCGGAAAAT CAGGAAGGGA TGGCTGAGGT

     6721 CGCCCGGTTT ATTGAAATGA ACGGCTCTTT TGCCGACGAG AACAGGGGCT GGTGAAATGC

     6781 AGTTTAAGGT TTACACCTAT AAAAGAGAGA GCCGTTATCG TCTGTTTGTG GATGTACAGA

     6841 GTGATATTAT TGACACGCCC GGGCGACGGA TGGTGATCCC CCTGGCCAGT GCACGTCTGC

     6901 TGTCAGATAA AGTCCCCCGT GAACTTTACC CGGTGGTGCA TATCGGGGAT GAAAGCTGGC

     6961 GCATGATGAC CACCGATATG GCCAGTGTGC CGGTCTCCGT TATCGGGGAA GAAGTGGCTG

     7021 ATCTCAGCCA CCGCGAAAAT GACATCAAAA ACGCCATTAA CCTGATGTTC TGGGGAATAT

     7081 AAATGTCAGG CTCCCTTATA CACAGCCAGT CTGCAGGTCG ACCATAGTGA CTGGATATGT

     7141 TGTGTTTTAC AGTATTATGT AGTCTGTTTT TTATGCAAAA TCTAATTTAA TATATTGATA

     7201 TTTATATCAT TTTACGTTTC TCGTTCAACT TTTCTATACA AAGTTGATAG CTTGGCGTAA

     7261 TCATGGTCAT AGCTGTTCCT GCCTAGGTGA GCTCTGGTAC CCTCTAGTCA AGGCCTTAAG

     7321 TGAGTCGTAT TACGTAGCCC GGGCCTAGTT CTAGACATTC TCTAATGAAA AAATCTTTCA

     7381 GTTGAAATTG AAAATGAGTT AAAGTTGGAG TTTTTATTGA AAACAGATTT CCGTGTGATT

     7441 AGTGTTTTTA GCGAGTGTGA CAGGACAGCG AAAAAATATA GAAACAAGGG GGGAACTGAA

     7501 AAGCTTAGGA ATGCATTGAA CATGAGAAGG GGAAGGGGAA GGAACAAACT AGACAGGAAT

     7561 TATTGGAATT TAATCACATT TGGAGTTTTT TTTCTATTCG ACAGAATAAT TATCCAGAAC

     7621 ATTTTTGTAT TAAATATTTA TGCATCATAT GAGTAGTCGG CTTTGTTGTG CATGACGAGT

     7681 TTGTTATCGA CGAAATAGAA GCTGTCAGAA CGAGTCTCGT TTGGATTGTT GATCATGTCG

     7741 TCCACTGAAA AAGAGATTAG TCTTTTGAAT TGTACTTTTT AGAATAATGA CTCACTGAGT

     7801 TGTTGAGAGA GTTGAGGGAA CTCATAGATA TGTTCACAGT TGTTTCGTGA ATTCGGAATA

     7861 CAGAATCCGA ATTCAAAGTC AAAACACTTC AGAAGGCGAT CTTTGAAGAA GTGACGTTCG

     7921 ATCATTCGGA AATGATGGAT TGGGATGTCT CCTACTTTGA ATTCCACAGT TGCTCCGACC

     7981 GTTTTGAGTT TCAAAAAGTT TGGAGCAAAT CTATAACGCA CGTATCTTGC CGACTCCTGT

     8041 GGCGACTCAT CATTCTCCTG ATCGTTCTCC GGTTTGGCGA TCTCGAAAAG CACTTGCTCA

     8101 GTGTCCAGAT CACGGATTTG GAACTTGGTG AACTCGATGT TATAGATGTT CGCAGATGGG

     8161 GAGCATAAGA ATCCTAAATT TATGTTTTAA ACTGAAATCC AAAGGGAGCA AGATACCTTG

     8221 AGTGATTCCC GGAAGTGCTA AAACGTCGTT CGGAGTGATT TGAGCTTTCT TCGCAAGCTC

     8281 CGATTCCGTT GTGATTCCTT GTTCGGTGCT TGGTGGTGGC CGTGGCATCT GGAAATATGG

     8341 AAAAGTTCAA CAAAAAGAAA AGAGAAAAGA ATGAAATCGG ATATCAAGAG TTAGTTGAGC

     8401 GGTTTCTCTA GTTTTCTGAG TCTCACCTGC GACGGGAAGG TCGCCGAGCC GGGTGGAATC

     8461 GATCGTTGTT GCTCGGCTTT CATATCGGTT TGGTTGGAAG CGGCTGAAAA CGGAAAGAAG

     8521 TGGAAGAAGG AAAAGAGTGT GGTGTGACAG GAAAATGGTA ATTAGAGGGT GCCAAATAAC

     8581 CAGCTATATT TTGTTTTTTT TTGAAAACAT TTTTAAAAAG AAAAATACGA TAATGATATC

     8641 AGATGGATTT CCGGAAAACT GGTATGAAAA ATTTCAACCT TTTTGAGTAC ATGTAATCAA

     8701 AATACACTTT GTAAATTATC ATTTTTATTG AAACTCCACC ATTTTTCTAT TTATAACGCT

     8761 AATAATTTGA AAAAGAAACC TATTGCGAAC CGCGGGGTGA ATCCCAAAAA CGAATGCGTT

     8821 TTGGTGGAGT GATTGATTCG AATCGAAGAA GAAAAAGAAG AAGACGTGGA ATAGAGAGCT

     8881 CACTCTTAAC CGAGCAGCAC ACACCGACAG AAAAAAAAAT GAAATGAATG AGGGTCTTCT

     8941 TCTTCTTCTT CTTCGAATGA TTGACAGAAA TGGGAAAAAG AGGAAGATTG AGAAGGGAAA

     9001 AAGGAAGGAG AAAAGAAGCA GAAGAAGACG TCAGAGAGGA GAGGAACGAG CGGAAAAGCA

     9061 GCGGGCGCAA GTCATAGAAG TAGCAGAGCT GGGGAGAAGA AGACACTATC CAAGAAAGGA

     9121 ATGACGAGAG AGTATGCAAA GGGGTATAGG GTGCAGACAG AATAGGAACA GAATAACAGA

     9181 TGATGAGCCA AGAAGAGTTG AAAAGGGCGA TGAATTTGTC ATGTAACTTA ATTTGGGTCA

     9241 ATTTGAGCAT GATGAATTGA AATCATCCCT TGTTGGGAGT TAATAACCGG TTTGTTATCA

     9301 GAAACCCTGT AATAGAAGGG CGCCCTAACT TTGAGCCAAT TCATCCCGGT TTCTGTCAAA

     9361 TATATCAAAA AGTGGTCAAC TGACAAATTG TTTTTGATAT TATAATAAAC ATTTTATCCG

     9421 TTAACAATTT TCGAATACTT TTTACAAGGA CTTGGATAAA TTGGCTCAAA GACGAAGTGA

     9481 GTTTGCTACC ATCATGGAAT CAGGAGGACA TTTCGACAAT GTCATATAAT GTTTGAAAAA

     9541 TGATTTTAAC AAGGGTCTCA TTCGAGATAA GCAATGCTCT GAGCAAGTGG CTCGTCGTCT

     9601 TCAAGAATCT CTTGTTGATA TTCATTTGGA TCCTGTTTTG CACGAAGCAT GTGCCATGGA

     9661 TATTCAGAGT TTTTGCAAAA AAGTTCCGCC AGGTCAAACA ATCTTTTTAA TTTTTATATG

     9721 ATACTTCGGG TGTATTTTTC TTCTTTTTCC TGTTCATTTT CGCTTTTTTC TCACTTTTTT

     9781 GTAACAAAAT CTCTCACTTT TCTGTAAGTC TTAACAAAAG TTCAATTGGC TCGATCAAGT

     9841 AAAATTTCGG CCGTATGAAC GTTTTCAAAG GTTTTCATTT TTTTTTAAGT TCATTCACAA

     9901 TATCATGAAT CTCTCGTCCT TTGGTTTCCG GTAAGTAGCG AAATAATATA AGCATACTTA

     9961 TAAATGAAGG AATTGAATAT AGAATAAGGA AAGCATAACT ACCAATAACG GAATATAGAG

    10021 GTAATACTGT AAATGTACTG ATAACCACCA TTACAGTATT CATTGAATAT GCCACAGATT

    10081 GAGCAATACT ACGATGTTTT TGAGGTACCA GTTCAGAGGA TATAAACCAC GAAATTGGAC

    10141 CAACTCCAGT TCTGAAATTT CATTATTCGA TTAAATCAAA ATATATTTGA AAAACCTCAC

    10201 CCATAAGTAT AACCGTAGAT GATCAATGCA ACTAGGCATC CGTATTTCAT CGGGTCAATC

    10261 AGAATACGTA TTTTTGCGAA GAATACGAAT GCAATTAGAG CTAAATTATT GAGAAATGTG

    10321 AAGAGAAGGA GAAGCTTGCG TCGACCAACT CTGTAAACTT ATTCATACAA TTTTGTCTTC

    10381 AAATTTTGAA CGTTTAAAAC TATCTTATTC AATGAGTTAG CGGGTTTTTA TAGTGAGTTA

    10441 GTTCACGATT ATCTAATAAA ACTATGTCCA AACATCCTAA CTGCGACCGT ATTCTCACTA

    10501 ACTCGTCTTA AAAACGTTGA GATTATTTTA AACCCTTCTT CAGTACAACT ACAGTACTGA

    10561 TGCACAAATA CAATAATAAT AATACATTCA GACATACTCT GAACAATGTA ACTTGTTTTT

    10621 GTTATACTGT GGTAACATTT ATTGAAATGA AATATAACCT TACTTTTCAA TCACAATTCC

    10681 ACCAGTAATT GTTCCAGAAA CATAAGCTAA ACCCATTGCA GTTGTACTCC ATTCAGCAAT

    10741 TTCTGACTCA ACATTTGCAT TTTCTAGAAA GAAAGTAGAG GATAAAAGAA GAGCCCATAA

    10801 TCCGACAGGG CCC
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pbacPuroR

LOCUS       bacPuroR                4282 bp    DNA     circular SYN 01/03/2005

DEFINITION  pPD49_78 complete plasmid sequence

KEYWORDS    .

SOURCE      pPD49_78 (unknown)

  ORGANISM  pPD49_78

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene plasmid 1447 at www.addgene.org

FEATURES             Location/Qualifiers

     Region          23..244

                     /label=5'flank

     CDS             245..851

                     /note="originates from bacPuro-pcr_HindIII_NheI"

                     /label=bacPuro

     Region          852..1004

                     /label=3'flank

     misc_feature    <1005..1016

                     /label="rf21.28"

                     /label="rf21.28"

     Region          2045..2264

                     /label=5pflank

     promoter        2196..2224

                     /label="Amp_promoter"

                     /label="Amp_promoter"

     CDS             2266..3126

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf0"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW"

                     /label="Ampicillin"

     Region          3127..3278

                     /label=3pflank

     rep_origin      3281..3900

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    4116..4142

                     /label="lacI.C"

                     /label="lacI.C"

     promoter        4209..4238

                     /label="lac_promoter"

                     /label="lac_promoter"

     misc_feature    4273..4282

                     /label="M13r_primer"

                     /label="M13r_primer"

ORIGIN

        1 ATGACCATGA TTACGCCAAG CTTGAGAAAA TACCGCATCA GGCGGCCTTA AGGGCCTCGT

       61 GATACGCCTA TTTTTATAGG TTAATGTCAT GATAATAATG GTTTCTTAGA CGTCAGGTGG

      121 CACTTTTCGG GGAAATGTGC GCGGAACCCC TATTTGTTTA TTTTTCTAAA TACATTCAAA

      181 TATGTATCCG CTCATGAGAC AATAACCCTG ATAAATGCTT CAATAATATT GAAAAAGGAA

      241 GAGTatgacc gagtacaagc ccacggtCCC Cgcgcctcgc cacccgcgac gacgtcccca

      301 gggccgtacg caccctcgcc gccgcgttcg ccgactaccc cgccacgcgc cacaccgtcg

      361 atccggaccg ccacatcgag cgggtcaccg agctgcaaga actcttcctc acgcgcgtcg

      421 ggctcgacat cggcaaggtg tgggtcgcgg acgacggcgc cgcggtggcg gtctggacca

      481 cgccggagag cgtcgaagcg ggggcggtgt tcgccgagat cggcccgcgc atggccgagt

      541 tgagcggttc ccggctggcc gcgcagcaac agatggaagg cctcctggcg ccgcaccggc

      601 ccaaggagcc cgcgtggttc ctggccaccg tcggcgtctc gcccgaccac cagggcaagg

      661 gtctgggcag cgccgtcgtg ctccccggag tggaggcggc cgagcgcgcc ggggtgcccg

      721 ccttcctgga gacctccgcg ccccgcaacc tccccttcta cgagcggctc ggcttcaccg

      781 tcaccgccga cgtcgagtgc ccgaaggacc gcgcgacctg gtgcatgacc cgcaagcccg

      841 gtgcctgatg aCTGTCAGAC CAAGTTTACT CATATATACT TTAGATTGAT TTAAAACTTC

      901 ATTTTTAATT TAAAAGGATC TAGGTGAAGA TCCTTTTTGA TAATCTCATG ACCAAAATCC

      961 CTTAACGTGA GTTTTCGTTC CACTGAGCGT CAGACCCCGT AGAGCTAGCG TCGACGGTAC

     1021 CATGGTATTG ATATCTGAGC TCCGCATCGG CCGCTGTCAT CAGATCGCCA TCTCGCGCCC

     1081 GTGCCTCTGA CTTCTAAGTC CAATTACTCT TCAACATCCC TACATGCTCT TTCTCCCTGT

     1141 GCTCCCACCC CCTATTTTTG TTATTATCAA AAAACTTCTC TTAATTTCTT TGTTTTTTAG

     1201 CTTCTTTTAA GTCACCTCTA ACAATGAAAT TGTGTAGATT CAAAAATAGA ATTAATTCGT

     1261 AATAAAAAGT CGAAAAAAAT TGTGCTCCCT CCCCCCATTA ATAATAATTC TATCCCAAAA

     1321 TCTACACAAT GTTCTGTGTA CACTTCTTAT GTTTTTTACT TCTGATAAAT TTTTTTGAAA

     1381 CATCATAGAA AAAACCGCAC ACAAAATACC TTATCATATG TTACGTTTCA GTTTATGACC

     1441 GCAATTTTTA TTTCTTCGCA CGTCTGGGCC TCTCATGACG TCAAATCATG CTCATCGTGA

     1501 AAAAGTTTTG GAGTATTTTT GGAATTTTTC AATCAAGTGA AAGTTTATGA AATTAATTTT

     1561 CCTGCTTTTG CTTTTTGGGG TTTCCCCTAT TGTTTGTCAA GATTTCGAGG ACGGCGTTTT

     1621 TCTTGCTAAA ATCACAAGTA TTGATGAGCA CGATGCAAGA AAGATCGGAA GAAGGTTTGG

     1681 GTTTGAGGCT CAGTGGAAGG TGAGTAGAAG TTGATAATTT GAAAGTGGAG TAGTGTCTAT

     1741 GGGGTTTTTG CCTTAAATGA CAGAATACAT TCCCAATATA CCAAACATAA CTGTTTCCTA

     1801 CTAGTCGGCC GTACGGGCCC TTTCGTCTCG CGCGTTTCGG TGATGACGGT GAAAACCTCT

     1861 GACACATGCA GCTCCCGGAG ACGGTCACAG CTTGTCTGTA AGCGGATGCC GGGAGCAGAC

     1921 AAGCCCGTCA GGGCGCGTCA GCGGGTGTTG GCGGGTGTCG GGGCTGGCTT AACTATGCGG

     1981 CATCAGAGCA GATTGTACTG AGAGTGCACC ATATGCGGTG TGAAATACCG CACAGATGCG

     2041 TAAGGAGAAA ATACCGCATC AGGCGGCCTT AAGGGCCTCG TGATACGCCT ATTTTTATAG

     2101 GTTAATGTCA TGATAATAAT GGTTTCTTAG ACGTCAGGTG GCACTTTTCG GGGAAATGTG

     2161 CGCGGAACCC CTATTTGTTT ATTTTTCTAA ATACATTCAA ATATGTATCC GCTCATGAGA

     2221 CAATAACCCT GATAAATGCT TCAATAATAT TGAAAAAGGA AGAGTATGAG TATTCAACAT

     2281 TTCCGTGTCG CCCTTATTCC CTTTTTTGCG GCATTTTGCC TTCCTGTTTT TGCTCACCCA

     2341 GAAACGCTGG TGAAAGTAAA AGATGCTGAA GATCAGTTGG GTGCACGAGT GGGTTACATC

     2401 GAACTGGATC TCAACAGCGG TAAGATCCTT GAGAGTTTTC GCCCCGAAGA ACGTTTTCCA

     2461 ATGATGAGCA CTTTTAAAGT TCTGCTATGT GGCGCGGTAT TATCCCGTAT TGACGCCGGG

     2521 CAAGAGCAAC TCGGTCGCCG CATACACTAT TCTCAGAATG ACTTGGTTGA GTACTCACCA

     2581 GTCACAGAAA AGCATCTTAC GGATGGCATG ACAGTAAGAG AATTATGCAG TGCTGCCATA

     2641 ACCATGAGTG ATAACACTGC GGCCAACTTA CTTCTGACAA CGATCGGAGG ACCGAAGGAG

     2701 CTAACCGCTT TTTTGCACAA CATGGGGGAT CATGTAACTC GCCTTGATCG TTGGGAACCG

     2761 GAGCTGAATG AAGCCATACC AAACGACGAG CGTGACACCA CGATGCCTGT AGCAATGGCA

     2821 ACAACGTTGC GCAAACTATT AACTGGCGAA CTACTTACTC TAGCTTCCCG GCAACAATTA

     2881 ATAGACTGGA TGGAGGCGGA TAAAGTTGCA GGACCACTTC TGCGCTCGGC CCTTCCGGCT

     2941 GGCTGGTTTA TTGCTGATAA ATCTGGAGCC GGTGAGCGTG GGTCTCGCGG TATCATTGCA

     3001 GCACTGGGGC CAGATGGTAA GCCCTCCCGT ATCGTAGTTA TCTACACGAC GGGGAGTCAG

     3061 GCAACTATGG ATGAACGAAA TAGACAGATC GCTGAGATAG GTGCCTCACT GATTAAGCAT

     3121 TGGTAACTGT CAGACCAAGT TTACTCATAT ATACTTTAGA TTGATTTAAA ACTTCATTTT

     3181 TAATTTAAAA GGATCTAGGT GAAGATCCTT TTTGATAATC TCATGACCAA AATCCCTTAA

     3241 CGTGAGTTTT CGTTCCACTG AGCGTCAGAC CCCGTAGAAA AGATCAAAGG ATCTTCTTGA

     3301 GATCCTTTTT TTCTGCGCGT AATCTGCTGC TTGCAAACAA AAAAACCACC GCTACCAGCG

     3361 GTGGTTTGTT TGCCGGATCA AGAGCTACCA ACTCTTTTTC CGAAGGTAAC TGGCTTCAGC

     3421 AGAGCGCAGA TACCAAATAC TGTCCTTCTA GTGTAGCCGT AGTTAGGCCA CCACTTCAAG

     3481 AACTCTGTAG CACCGCCTAC ATACCTCGCT CTGCTAATCC TGTTACCAGT GGCTGCTGCC

     3541 AGTGGCGATA AGTCGTGTCT TACCGGGTTG GACTCAAGAC GATAGTTACC GGATAAGGCG

     3601 CAGCGGTCGG GCTGAACGGG GGGTTCGTGC ACACAGCCCA GCTTGGAGCG AACGACCTAC

     3661 ACCGAACTGA GATACCTACA GCGTGAGCAT TGAGAAAGCG CCACGCTTCC CGAAGGGAGA

     3721 AAGGCGGACA GGTATCCGGT AAGCGGCAGG GTCGGAACAG GAGAGCGCAC GAGGGAGCTT

     3781 CCAGGGGGAA ACGCCTGGTA TCTTTATAGT CCTGTCGGGT TTCGCCACCT CTGACTTGAG

     3841 CGTCGATTTT TGTGATGCTC GTCAGGGGGG CGGAGCCTAT GGAAAAACGC CAGCAACGCG

     3901 GCCTTTTTAC GGTTCCTGGC CTTTTGCTGG CCTTTTGCTC ACATGTTCTT TCCTGCGTTA

     3961 TCCCCTGATT CTGTGGATAA CCGTATTACC GCCTTTGAGT GAGCTGATAC CGCTCGCCGC

     4021 AGCCGAACGA CCGAGCGCAG CGAGTCAGTG AGCGAGGAAG CGGAAGAGCG CCCAATACGC

     4081 AAACCGCCTC TCCCCGCGCG TTGGCCGATT CATTAATGCA GCTGGCACGA CAGGTTTCCC

     4141 GACTGGAAAG CGGGCAGTGA GCGCAACGCA ATTAATGTGA GTTAGCTCAC TCATTAGGCA

     4201 CCCCAGGCTT TACACTTTAT GCTTCCGGCT CGTATGTTGT GTGGAATTGT GAGCGGATAA

     4261 CAATTTCACA CAGGAAACAG CT
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pbacNeoR

LOCUS       bacNeoR                 4476 bp    DNA     circular SYN 01/03/2005

DEFINITION  pPD49_78 complete plasmid sequence

KEYWORDS    .

SOURCE      pPD49_78 (unknown)

  ORGANISM  pPD49_78

            other sequences; artificial sequences; vectors.

COMMENT     See Addgene plasmid 1447 at www.addgene.org

FEATURES             Location/Qualifiers

     Region          41..262

                     /label=5'flank

     CDS             263..1057

                     /label=NeoR

     Region          1058..1210

                     /label=3'flank

     Region          2239..2459

                     /label=5pflank

     promoter        2390..2418

                     /label="Amp_promoter"

                     /label="Amp_promoter"

     CDS             2460..3320

                     /label="Ampicillin"

                     /gene="Ampicillin"

                     /note="Orf0"

                     /translation="MSIQHFRVALIPFFAAFCLPVFAHPETLVKVKDAEDQLGARVGY

                     IELDLNSGKILESFRPEERFPMMSTFKVLLCGAVLSRIDAGQEQLGRRIHYSQNDLVE

                     YSPVTEKHLTDGMTVRELCSAAITMSDNTAANLLLTTIGGPKELTAFLHNMGDHVTRL

                     DRWEPELNEAIPNDERDTTMPVAMATTLRKLLTGELLTLASRQQLIDWMEADKVAGPL

                     LRSALPAGWFIADKSGAGERGSRGIIAALGPDGKPSRIVVIYTTGSQATMDERNRQIA

                     EIGASLIKHW"

                     /label="Ampicillin"

     Region          3321..3472

                     /label=3pflank

     rep_origin      3475..4094

                     /label="pBR322_origin"

                     /label="pBR322_origin"

     misc_feature    4310..4336

                     /label="lacI.C"

                     /label="lacI.C"

     promoter        4403..4432

                     /label="lac_promoter"

                     /label="lac_promoter"

     misc_feature    4467..4476

                     /label="M13r_primer"

                     /label="M13r_primer"

ORIGIN

        1 ATGACCATGA TTACGCCAAG CTTGCATGCC TGCAGGTCGA CGAGAAAATA CCGCATCAGG

       61 CGGCCTTAAG GGCCTCGTGA TACGCCTATT TTTATAGGTT AATGTCATGA TAATAATGGT

      121 TTCTTAGACG TCAGGTGGCA CTTTTCGGGG AAATGTGCGC GGAACCCCTA TTTGTTTATT

      181 TTTCTAAATA CATTCAAATA TGTATCCGCT CATGAGACAA TAACCCTGAT AAATGCTTCA

      241 ATAATATTGA AAAAGGAAGA GTatgattga acaagatgga ttgcacgcag gttctccggc

      301 cgcttgggtg gagaggctat tcggctatga ctgggcacaa cagacaatcg gctgctctga

      361 tgccgccgtg ttccggctgt cagcgcaggg gcgcccggtt ctttttgtca agaccgacct

      421 gtccggtgcc ctgaatgaac tgcaagacga ggcagcgcgg ctatcgtggc tggccacgac

      481 gggcgttcct tgcgcagctg tgctcgacgt tgtcactgaa gcgggaaggg actggctgct

      541 attgggcgaa gtgccggggc aggatctcct gtcatctcac cttgctcctg ccgagaaagt

      601 atccatcatg gctgatgcaa tgcggcggct gcatacgctt gatccggcta cctgcccatt

      661 cgaccaccaa gcgaaacatc gcatcgagcg agcacgtact cggatggaag ccggtcttgt

      721 cgatcaggat gatctggacg aagagcatca ggggctcgcg ccagccgaac tgttcgccag

      781 gctcaaggcg agcatgcccg acggcgagga tctcgtcgtg acccatggcg atgcctgctt

      841 gccgaatatc atggtggaaa atggccgctt ttctggattc atcgactgtg gccggctggg

      901 tgtggcggac cgctatcagg acatagcgtt ggctacccgt gatattgctg aagagcttgg

      961 cggcgaatgg gctgaccgct tcctcgtgct ttacggtatc gccgctcccg attcgcagcg

     1021 catcgccttc tatcgccttc ttgacgagtt cttctgaCTG TCAGACCAAG TTTACTCATA

     1081 TATACTTTAG ATTGATTTAA AACTTCATTT TTAATTTAAA AGGATCTAGG TGAAGATCCT

     1141 TTTTGATAAT CTCATGACCA AAATCCCTTA ACGTGAGTTT TCGTTCCACT GAGCGTCAGA

     1201 CCCCGTAGAG GTACCATGGT ATTGATATCT GAGCTCCGCA TCGGCCGCTG TCATCAGATC

     1261 GCCATCTCGC GCCCGTGCCT CTGACTTCTA AGTCCAATTA CTCTTCAACA TCCCTACATG

     1321 CTCTTTCTCC CTGTGCTCCC ACCCCCTATT TTTGTTATTA TCAAAAAACT TCTCTTAATT

     1381 TCTTTGTTTT TTAGCTTCTT TTAAGTCACC TCTAACAATG AAATTGTGTA GATTCAAAAA

     1441 TAGAATTAAT TCGTAATAAA AAGTCGAAAA AAATTGTGCT CCCTCCCCCC ATTAATAATA

     1501 ATTCTATCCC AAAATCTACA CAATGTTCTG TGTACACTTC TTATGTTTTT TACTTCTGAT

     1561 AAATTTTTTT GAAACATCAT AGAAAAAACC GCACACAAAA TACCTTATCA TATGTTACGT

     1621 TTCAGTTTAT GACCGCAATT TTTATTTCTT CGCACGTCTG GGCCTCTCAT GACGTCAAAT

     1681 CATGCTCATC GTGAAAAAGT TTTGGAGTAT TTTTGGAATT TTTCAATCAA GTGAAAGTTT

     1741 ATGAAATTAA TTTTCCTGCT TTTGCTTTTT GGGGTTTCCC CTATTGTTTG TCAAGATTTC

     1801 GAGGACGGCG TTTTTCTTGC TAAAATCACA AGTATTGATG AGCACGATGC AAGAAAGATC

     1861 GGAAGAAGGT TTGGGTTTGA GGCTCAGTGG AAGGTGAGTA GAAGTTGATA ATTTGAAAGT

     1921 GGAGTAGTGT CTATGGGGTT TTTGCCTTAA ATGACAGAAT ACATTCCCAA TATACCAAAC

     1981 ATAACTGTTT CCTACTAGTC GGCCGTACGG GCCCTTTCGT CTCGCGCGTT TCGGTGATGA

     2041 CGGTGAAAAC CTCTGACACA TGCAGCTCCC GGAGACGGTC ACAGCTTGTC TGTAAGCGGA

     2101 TGCCGGGAGC AGACAAGCCC GTCAGGGCGC GTCAGCGGGT GTTGGCGGGT GTCGGGGCTG

     2161 GCTTAACTAT GCGGCATCAG AGCAGATTGT ACTGAGAGTG CACCATATGC GGTGTGAAAT

     2221 ACCGCACAGA TGCGTAAGGA GAAAATACCG CATCAGGCGG CCTTAAGGGC CTCGTGATAC

     2281 GCCTATTTTT ATAGGTTAAT GTCATGATAA TAATGGTTTC TTAGACGTCA GGTGGCACTT

     2341 TTCGGGGAAA TGTGCGCGGA ACCCCTATTT GTTTATTTTT CTAAATACAT TCAAATATGT

     2401 ATCCGCTCAT GAGACAATAA CCCTGATAAA TGCTTCAATA ATATTGAAAA AGGAAGAGTA

     2461 TGAGTATTCA ACATTTCCGT GTCGCCCTTA TTCCCTTTTT TGCGGCATTT TGCCTTCCTG

     2521 TTTTTGCTCA CCCAGAAACG CTGGTGAAAG TAAAAGATGC TGAAGATCAG TTGGGTGCAC

     2581 GAGTGGGTTA CATCGAACTG GATCTCAACA GCGGTAAGAT CCTTGAGAGT TTTCGCCCCG

     2641 AAGAACGTTT TCCAATGATG AGCACTTTTA AAGTTCTGCT ATGTGGCGCG GTATTATCCC

     2701 GTATTGACGC CGGGCAAGAG CAACTCGGTC GCCGCATACA CTATTCTCAG AATGACTTGG

     2761 TTGAGTACTC ACCAGTCACA GAAAAGCATC TTACGGATGG CATGACAGTA AGAGAATTAT

     2821 GCAGTGCTGC CATAACCATG AGTGATAACA CTGCGGCCAA CTTACTTCTG ACAACGATCG

     2881 GAGGACCGAA GGAGCTAACC GCTTTTTTGC ACAACATGGG GGATCATGTA ACTCGCCTTG

     2941 ATCGTTGGGA ACCGGAGCTG AATGAAGCCA TACCAAACGA CGAGCGTGAC ACCACGATGC

     3001 CTGTAGCAAT GGCAACAACG TTGCGCAAAC TATTAACTGG CGAACTACTT ACTCTAGCTT

     3061 CCCGGCAACA ATTAATAGAC TGGATGGAGG CGGATAAAGT TGCAGGACCA CTTCTGCGCT

     3121 CGGCCCTTCC GGCTGGCTGG TTTATTGCTG ATAAATCTGG AGCCGGTGAG CGTGGGTCTC

     3181 GCGGTATCAT TGCAGCACTG GGGCCAGATG GTAAGCCCTC CCGTATCGTA GTTATCTACA

     3241 CGACGGGGAG TCAGGCAACT ATGGATGAAC GAAATAGACA GATCGCTGAG ATAGGTGCCT

     3301 CACTGATTAA GCATTGGTAA CTGTCAGACC AAGTTTACTC ATATATACTT TAGATTGATT

     3361 TAAAACTTCA TTTTTAATTT AAAAGGATCT AGGTGAAGAT CCTTTTTGAT AATCTCATGA

     3421 CCAAAATCCC TTAACGTGAG TTTTCGTTCC ACTGAGCGTC AGACCCCGTA GAAAAGATCA

     3481 AAGGATCTTC TTGAGATCCT TTTTTTCTGC GCGTAATCTG CTGCTTGCAA ACAAAAAAAC

     3541 CACCGCTACC AGCGGTGGTT TGTTTGCCGG ATCAAGAGCT ACCAACTCTT TTTCCGAAGG

     3601 TAACTGGCTT CAGCAGAGCG CAGATACCAA ATACTGTCCT TCTAGTGTAG CCGTAGTTAG

     3661 GCCACCACTT CAAGAACTCT GTAGCACCGC CTACATACCT CGCTCTGCTA ATCCTGTTAC

     3721 CAGTGGCTGC TGCCAGTGGC GATAAGTCGT GTCTTACCGG GTTGGACTCA AGACGATAGT

     3781 TACCGGATAA GGCGCAGCGG TCGGGCTGAA CGGGGGGTTC GTGCACACAG CCCAGCTTGG

     3841 AGCGAACGAC CTACACCGAA CTGAGATACC TACAGCGTGA GCATTGAGAA AGCGCCACGC

     3901 TTCCCGAAGG GAGAAAGGCG GACAGGTATC CGGTAAGCGG CAGGGTCGGA ACAGGAGAGC

     3961 GCACGAGGGA GCTTCCAGGG GGAAACGCCT GGTATCTTTA TAGTCCTGTC GGGTTTCGCC

     4021 ACCTCTGACT TGAGCGTCGA TTTTTGTGAT GCTCGTCAGG GGGGCGGAGC CTATGGAAAA

     4081 ACGCCAGCAA CGCGGCCTTT TTACGGTTCC TGGCCTTTTG CTGGCCTTTT GCTCACATGT

     4141 TCTTTCCTGC GTTATCCCCT GATTCTGTGG ATAACCGTAT TACCGCCTTT GAGTGAGCTG

     4201 ATACCGCTCG CCGCAGCCGA ACGACCGAGC GCAGCGAGTC AGTGAGCGAG GAAGCGGAAG

     4261 AGCGCCCAAT ACGCAAACCG CCTCTCCCCG CGCGTTGGCC GATTCATTAA TGCAGCTGGC

     4321 ACGACAGGTT TCCCGACTGG AAAGCGGGCA GTGAGCGCAA CGCAATTAAT GTGAGTTAGC

     4381 TCACTCATTA GGCACCCCAG GCTTTACACT TTATGCTTCC GGCTCGTATG TTGTGTGGAA

     4441 TTGTGAGCGG ATAACAATTT CACACAGGAA ACAGCT
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